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MONDAY POSTERS 
Monday posters should be set up 7:30 – 8:00 am on Monday and 
removed 7:30 – 8:00 pm on Monday.  Authors of odd numbered posters 
(i.e., 001, 003, 005) present 8:45 – 10:15 am on Monday.  Authors of 
even numbered posters (i.e., 002, 004, 006) present 1:30 – 3:00 pm on 
Monday. 
These special posters will be displayed Monday – Thursday 
 Updating the List of Terms and Definitions for Mass 
Spectrometry; Damien A. Narcisse; Kermit K. Murray; 
Louisiana State University, Baton Rouge, LA 
 XML Standard for Analytical Information 
 17TH International Mass Spectrometry Conference 
ANTITERRORISM MS:  BACTERIAL 
MPA 002 Atmospheric Pressure MALDI Facilitates Proteomics-
Based Analysis of Bacillus Spore Mixtures; Patrick A. 
Pribil1; Gavin Black2; Elizabeth Patton1; Vladimir 
Doroshenko2; Catherine Fenselau1; 1University of 
Maryland, College Park, MD; 2Science and Engineering 
Services Inc., Columbia, MD 
MPA 003 MALDI–TOF Mass Spectrometry as a Tool for the 
Rapid & Specific Identification of Pathogens Linked 
with Homeland Defence; Diane Dare1; Helen Sutton1; 
Carrina Keys2; Haroun Shah2; Mark McDowall3; Martin 
Lunt3; 1Manchester Metropolitan University, Manchester, 
UK; 2Health Protection Agency, London, UK; 3Waters 
Corporation, Manchester, UK 
MPA 004 MALDI of Bio-Aerosols in an Ion Trap Mass 
Spectrometer; William A. Harris; Peter T. A. Reilly; 
William B. Whitten; J. Michael Ramsey; Oak Ridge 
National Laboratory, Oak Ridge, TN 
MPA 005 Anthrax in Terrorism Situations and Homeland 
Security; Thaiya Krishnamurthy1; John Yates2; Hongbin  
Liu2; 1Edgewood Chemical & Biological Center, Aberdeen 
Proving Ground, MD; 2The Scripps Research Institute, La 
Jolla, CA 
MPA 006 Coupling Two Step Laser Desorption-Ionization with 
Bio-Aerosol Mass Spectrometry for Analysis of 
Individual Bacterial Cells; Abneesh Srivastava1; Paul T. 
Steele1; Maurice E.  Pitesky1; Herb J. Tobias1; David P. 
Fergenson1; Joanne M. Horn1; Dover Nir1; Carlito 
Lebrilla2; Gregg Czerwieniec2; Scott Russell2; Eric E. 
Gard1; Matthias Frank1; 1Lawrence Livermore National 
Laboratory, Livermore, CA; 2University of California, 
Davis, CA 
MPA 007 Design and Testing of a Model System for Bacterial 
Identification by Mass Spectrometry and Protein 
Sequence Information Available for Microorganisms; 
RAVI P. Lall ECBC/RDECOM, APG MD, MD USA 
MPA 008 Detection and Quantification of Protein Toxins in 
Complex Food Matrices; John H. Callahan; Kevin J. 
Shefcheck; Steven M. Musser; CFSAN/FDA, College Park, 
MD 
MPA 009 Reagentless Non-Enzymatic Bacteria Lysis/Protein 
Digestion for Rapid MS Biodetection; Nicholas Hauser; 
Franco Basile; University of Wyoming, Laramie, WY 
MPA 010 MALDI-TOFMS for Spore Identification: Impact of 
Environmental Factors; Danielle N.  Dickinson1; Karen 
L.  Wahl2; Kristin H. Jarman2; James D.  Winefordner1; 
Kasthuri Venkateswaran3; David H.  Powell1; 1University 
of Florida, Gainesville, FL; 2Pacific Northwest National 
Laboratory, Richland, WA; 3Jet Propulsion Laboratory, 
Pasadena, CA 
MPA 011 Effect of Sample Pretreatment Conditions on the 
Identification of Bacteria Using automated Biological 
Sample Processing System-Electrospray Ionization 
Mass Spectrometry; Rabih E. Jabbour1; Samir V. 
Deshpande2; Charles H. Wick3; A. Peter Snyder3; 1Geo-
Centers, INC., Aberdeen Proving Ground, MD; 2Science 
and Technology Corporation, Edgewood, MD; 3U.S. Army, 
Edgewood Chemical Biological Center, Aberdeen Proving 
Ground, MD 
MPA 012 Detection of Pathogenic Bacteria in Mixtures Using 
Bacteriophage Amplification Coupled with MALDI-
MS; Jon C. Rees1; Leah Doan1; Kent J. Voorhees1; Robert  
Crawford2; 1Colorado School of Mines, Golden, CO; 
2Armed Forces Institute of Pathology, Washington, D.C. 
MPA 013 Exploring AP/MALDI/MS and AP/MALDI/FAIMS/MS 
as Novel Instrumental Approaches for Biological Agent 
Analysis; Alisha C Mitchell-Roberts; Richard A Yost; 
University of Florida, Gainesville, FL 
MPA 014 Novel Online MALDI Techniques for Improved Signal 
of Biomarkers in an Aerosol Mass Spectrometer; Gregg 
A Czerwieniec1; Scott C Russell1; Eric Gard2; Carlito B 
Lebrilla1; 1UC, Davis, CA; 2Lawrence Livermore National 
Lab, Livermore, CA 
MPA 015 MALDI Mass Spectrometry of Microorganisms with a 
Tunable Wavelength Infrared Laser; Vadym  Berkout1; 
Gavin Black1; Coorg Prasad2; Vladimir Doroshenko1; 
1Mass Tech., Inc., Columbia, MD; 2SESI, Columbia, MD 
MPA 016 Microorganism Identification Based on Automated 
MALDI-TOF MS Fingerprinting and the SARAMIS 
Pattern Recognition Software; Thomas Maier1; Marcel 
Erhard2; Stefan Sauermann2; Wiebke Kallow2; Markus 
Kostrzewa1; 1Bruker Daltonik GmbH, Leipzig, Germany; 
2AnagnosTec GmbH, Luckenwalde, Germany 
MPA 017 Laser Effects on Mass Signatures from Individual 
Bacillus Spores and Biological Particles in Bio-Aerosol 
Mass Spectrometry; Paul T. Steele; Maurice E. Pitesky; 
David P. Fergenson; Herbert J. Tobias; Abneesh 
Srivastava; Eric E. Gard; Matthias Frank; Lawrence 
Livermore National Laboratory, Livermore, CA 
MPA 018 High Throughput Identification of Bacteria Based on 
the Phospholipids Fingerprinting Using Negative Ion 
Electrospray Mass Spectrometry; Minyan Cao; Jason J. 
Evans; University of Massachusetts, Boston, MA 
ANTITERRORISM MS: 
CHEMICAL WARFARE & EXPLOSIVES 
MPB 019 High Resolution LC-MS/MS Analysis of Chemical 
Warfare Agents and Related Compounds in 
Environmental Samples; Paul A. D'Agostino; Claude L. 
Chenier; James R. Hancock; DRDC Suffield, Medicine 
Hat, Canada 
MPB 020 Atmospheric Sampling Glow Discharge Ionization 
(ASGDI)/Atmospheric Pressure Chemical Ionization 
(APCI) on a Portable Cylindrical Ion Trap (CIT) Mass 
Spectrometer; Eric S Handberg1; J. Mitchell Wells2; John 
W Grossenbacher2; Garth E Patterson2; R. Graham  
Cooks1; 1Purdue University, West Lafayette, IN; 2Griffin 
Analytical Technologies Inc., West Lafayette, IN 
MPB 021 Chemical and Biological Military Reconnaissance Using 
an Ion Trap-Based Detection System; Kevin J Hart; 
Marcus B Wise; Wayne H Griest; Oak Ridge National 
Laboratory, Oak Ridge, TN 
MPB 022  
MPB 023 Real-time Detection of Chemical-Warfare Agents in Air 
using APCI-MS; Izumi Waki1; Yasuaki Takada1; Hisashi 
Nagano1; Masumi Fukano2; Hidehiro Okada2; Naoya 
Ezawa2; Yasuo Seto3; Koji Matsushita3; Hiroyuki 
Sekiguchi3; Mieko Kataoka3; Koichiro Tsuge3; Isaku 
Ohsawa3; 1Central Research Laboratory, Hitachi, Ltd., 
Kokubunji,Tokyo, Japan; 2Defense Systems Group, 
Hitachi, Ltd., Totsuka-ku, Yokohama, Japan; 3National 
Research Institute of Police Science, Kashiwa, Chiba, 
Japan 
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MPB 024 Analysis of Explosives in Soil Using Solid Phase 
Microextraction and Gas Chromatography/Mass 
Spectrometry; Howard T. Mayfield1; Eila Burr2; Marlene 
Cantrell2; 1Air Force Research Laboratory, Tyndall AFB, 
FL; 2Applied Research Associates, Inc, Tyndall AFB, FL 
MPB 025 Development of an LC-ESI-MS/MS Method for the 
Analysis of Chemical Warfare Agent Metabolites in 
Saliva; Donald V. Kenny; Timothy L. Hayes; Battelle 
Memorial Institute, Columbus, OH 
MPB 026 Detection of Black Powders by Using APCI-MS; 
Yasuaki Takada1; Mitsuhiro Noda2; Hisashi Nagano1; 
Hideo Kashima1; Izumi Waki1; Jun Nakamura3; 1Central 
Research Laboratory, Hitachi, Ltd, Kokubunji, Japan; 
2Defence Systems Group, Hitachi, Ltd., Yokohama, Japan; 
3National Research Institute of Police Science, Kashiwa, 
Japan 
MPB 027 Detection of Explosives and Chemical Warfare Agents 
Simulants by Coupling Fiber and Single-Sided 
Membrane Introduction Mass Spectrometry (SS-
MIMS-FIMS); Ismael Cotte-Rodriguez; Robert J Noll; 
Graham Cooks; Purdue University, West Lafayette, IN 
MPB 028 High-throughput Analysis of Nerve Agent Metabolites 
by LC/MS/MS; Tammy L. Collins; Carla E. McCord; Roy 
W. Plunkett, Jr.; Michael F. Martin; Timothy R. Croley, 
Ph.D.; Division of Consolidated Laboratory Services, 
Richmond, VA 
MPB 029 GC/MS and LC/MS Analysis of Organic Peroxide 
Explosives; Mark L. Miller1; Gina L. Egan2; Jeffrey G. 
McDonald1; Kelly Mount1; 1FBI Academy, Quantico, VA; 
2Oak Ridge Institute for Science and Education, Oak 
Ridge, TN 
MPB 030 Detection of Explosives and Explosive Related 
Compounds (ERCs) Using Single Photon Ionization 
Mass Spectrometry; Bethany V.  Pond1; Michael J. 
Coggiola2; Steve E. Young2; David R.  Crosely2; Harald  
Oser2; 1SRI International and Stanford University, Menlo 
Park and Palo Alto, CA; 2SRI International, Menlo Park, 
CA 
BIOPOLYMERS INTERACTIONS 
MPC 031 Determination of Protein-Ligand Association 
Thermochemistry Using Variable-Temperature 
Nanoelectrospray Mass spectrometry; Rambod 
Daneshfar; Elena N. Kitova; John S. Klassen; University of 
Alberta, Edmonton, Canada 
MPC 032 Elucidation of Low-Resolution Three-Dimensional 
Structures of the Calmodulin/Melittin Complex by 
Chemical Cross-Linking and FTICR Mass 
Spectrometry; Daniela M.  Schulz1; Christian  Ihling1; G. 
Marius Clore2; Andrea  Sinz1; 1Biotechnol.-Biomed. 
Center/ University of Leipzig, Leipzig, Saxony, Germany; 
2Laboratory of Chemichal Physics, NIDDK, NIH, 
Bethesda, MD 
MPC 033 Solution and Gas Phase Stability of Structurally 
Related Protein Complexes Studied by nanoES FT-
ICR/MS; Elena Kitova; Rambod Daneshfar; John S. 
Klassen; University of Alberta, Edmonton, AB, Canada 
MPC 034 SUPREX Analysis of the Thermodynamic Properties of 
Methionine Repressor (MetJ); Liyuan Ma; Anne M. 
Augustus; Leonard Spicer; Michael C. Fitzgerald; Duke 
University, Durham, NC 
MPC 035 A Statistical Method to Predict Peptide Tandem Mass 
Spectral Ion Intensities based on Dipeptide 
Composition; Daniel Schwartz; Michael F. Chou; Steven 
P. Gygi; Harvard Medical School, Boston, MA 
MPC 036 Radiolytic Modification of Amino Acid Side-Chains for 
Probing Protein-Protein Interactions by Hydroxyl 
Radicals and Mass Spectrometry; Guozhong Xu; Mark R 
Chance; Albert Einstein College of Medicine, Bronx, NY 
MPC 037 A Novel Cross-linking Approach for Mapping Protein-
Protein Interactions; Xiaoting Tang; Gerhart Munske; 
William Siems; James E Bruce; Washington State 
University, Pullman, WA 
MPC 038 Characterization of protein-DNA binding affinity by 
ESIMS; Ryo Osawa; Yoshifumi Nishimura; Satoko 
Akashi; Yokohama City University, Yokohama, Japan 
MPC 039 MALDI MS of Proteins Separated on an Open Channel 
Microchip with Chemical Gradient; Xiaofang  Li; Gary 
R. Kinsel; Richard B Timmons; University of Texas at 
Arlington 
CHIRAL ANALYSIS BY MS 
MPD 040 Chiral LC/MS/MS method for the Determination of 
(R/S) Oxybutynin and (R/S) Desethyloxybutynin in 
Human Plasma; Daniel Villeneuve; John Simpson; 
Rudolf Guilbeaud; MDS Pharma Services, Montreal, 
Canada 
MPD 041 Chiral Recognition by Deprotonation Reaction with 
(R)-(-)- and (S)-(+)-Butylamine; Habib Bagheri2; Hao 
Chen1; R. Graham Cooks1; 1Purdue University, West 
Lafayette, IN; 2Sharif University of Technology, Tehran, 
Iran 
MPD 042 Bioanalytical Assay for LY640315 (CS-747) Three 
Inactive Metabolites in Human Plasma by LC-MS/MS; 
Ernest  Wong1; Mary McIntosh1; Fabio Garofolo2; Amanda 
Shwajch1; Monika  Kennedy1; Michelle  Young1; Cheryl 
Cameron1; Kiyoshi Kawabata3; Makoto Takahashi3; 
Henrianna  Pang1; 1Eli Lilly Canada, Inc., Toronto, 
Ontario, Canada; 2LC-Pharmaceutical Development, Inc., 
Toronto, Ontario, Canada; 3Sankyo Co., Ltd., Tokyo, 
Japan 
MPD 043 Normal Phase HPLC-ESI-MS-MS Quantitative 
Analysis for Chiral Compounds in Biological Matrices; 
Daniel Tang; Yizhong Zhang; John Hollembaek; Arkady 
Gusev; Lucinda Cohen; Steve Michael; Pfizer Inc, Ann 
Arbor, MI 
MPD 044 Effects of Organic Modifiers on LC/ESI-MS-MS 
Quantitation of Enantiomers of Methadone and its 
Metabolite, EDDP Using an AGP Chiral Column; Shen-
Nan Lin; Lollita Lamm; David E. Moody; University of 
Utah, Salt Lake City, UT 
MPD 045 Kinetic Resolution Using the Fixed Ligand Kinetic 
Method; Brandy L. Young; R. Graham Cooks; Purdue 
University, West Lafayette, IN 
MPD 046 Noncovalent Interactions Between Tris(Oxazoline) 
Receptors and Ammonium Ions in the Gas Phase; 
Seung Koo Shin; Hai Sung Lee; Sunghan Jung; Sung-Gon 
Kim; Kyo Han Ahn Ahn; Yoon Seok Chang; Pohang 
University of Science and Technology, Pohang, Korea 
MPD 047 LC-MS/MS Assay for the Determination of MK-0767 
Enantiomers in Human Plasma; Kerri X. Yan; 
Hengchang  Song; Man-Wai Lo; Merck Research 
Laboratories, West Point, PA 
COMPUTER APPLICATIONS 
MPE 048 Strategies for Employing Mass Spectrometry as 
Detection Method in Bioassays; André Liesener; Tanja 
Steinkamp; Uwe Karst; University of Twente, Enschede, 
The Netherlands 
MPE 049 PRIME: Information Management Environment For 
High-Throughput Proteomics Laboratories; David H.  
Lentz; Panagiotis G.  Papoulias; Hsueh-Ling  Chang; Peter  
Ulintz; Philip C.  Andrews; University Of Michigan, Ann 
Arbor, MI 
MPE 050 Development of High-Speed De Novo Sequencing 
Software for Real Time Data Analysis of Tandem Mass 
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Spectra; Kiyomi Yoshinari1; Toshiyuki Yokosuka1; 
Atsushi Ohtake1; Kinya Kobayashi1; Atsumu Hirabayashi2; 
Masako Ishimaru2; Takashi Baba2; Yuichiro Hashimoto2; 
Izumi Waki2; Toshifumi Takao3; 1Hitachi Research 
Laboratory, Hitachi, Ltd., Hitachi-shi, IB, Japan; 2Central 
Research Laboratory, Hitachi, Ltd., Kokubunji-shi, TK, 
Japan; 3Institute for Protein Research, Osaka University, 
Suita-shi, OS, Japan 
MPE 051 Computer Assisted Qualitative and Quantitative Trace 
Analysis of Chlorinated Dibenzo-p-dioxins and 
Dibenzofurans as an Automatic Data Reduction 
package for HRGC/HRMS; Jim J. Shao; Lester L. 
Lamparski; Vyacheslav N. Fishman; The Dow Chemical 
Company, Midland, MI 
MPE 052 Determination of the Elemental Composition of 
Unknown Substances Based on Accurate Fragment Ion 
Masses; Jef Rozenski K.U.Leuven, Leuven, Belgium 
MPE 053 A Software Program for Mass Spectral Data 
Conversion and Automatic Proteomic Analysis; Sequin 
Huang; Mark E. McComb; Hua Huang; Richard Cohen; 
Catherine E. Costello; Boston University School of 
Medicine, Boston, MA 
MPE 054 Molecular Dynamics Simulations of the Ablation 
Characteristics of Amorphous, Two-constituent Aerosol 
Particles Exhibiting Uniform Absorption of the Core 
Material; Rebecca E. Strawn; Tracy A. Schoolcraft; 
Shippensburg University, Shippensburg, PA 
MPE 055 A Framework for the Analysis of Large Proteomics 
Projects; Ilan Beer1; Eilon Barnea1; Emanuel Gofman1; 
Itay Maman1; Arie Admon2; 1IBM Haifa Research 
Laboratory, Haifa, Israel; 2The Technion, Israel Institute 
of Technology, Haifa, Israel 
MPE 056 Improved DBParser Software for Proteome Analyses of 
LC/MS/MS Data; Xiaoyu Yang1; Sanford P. Markey1; 
Vijay Dondeti1; Rebecca Dezube2; Dawn M. Maynard3; 
Lewis Y. Geer4; Jonathan Epstein2; Jeffrey A. Kowalak1; 
1National Institute of Mental Health, Bethesda, MD; 2Nat. 
Inst. Child Health and Human Development, Bethesda, 
MD; 3National Human Genome Research Institute, 
Bethesda, MD; 4Nat Ctr Biotechnology Information, NLM, 
Bethesda, MD 
MPE 057 One Sample: On Million Mass Chromatograms!; 
Woodfin V. Ligon1; Hans Grade1; Robert  B.  Cody2; Scott  
Campbell3; 1GE Global Research, Niskayuna, NY; 2JEOL 
USA, Peabody, MA; 3Sierra Analytics, Modesto, CA 
MPE 058 3D Electro-pneumatic Monte-Carlo Simulations of Ion 
Trajectories and Temperatures During RF Quadrupole 
Injection in the Presence of Gas Flow Fields; Andreas 
Hieke Ciphergen Biosystems, Inc., Fremont, CA 
MPE 059 The Application of CODA and COMPARELCMS to 
the Extraction of Synthetic Bi-products in the 
Protection of Intellectual Property Rights; Rhiannon 
Jones1; Mark Bayliss1; Vitaly Lashin1; Jean-Claude Wolff2; 
Christine Eckers2; 1Advanced Chemistry Development Inc., 
Toronto, ON, Canada; 2GlaxoSmithKline, Stevenage, UK 
MPE 060 Supervised and Automated Unsupervised GC/MS 
Metabolomics for the Diagnosis of Agrochemical 
Targets; Grit Laue1; Arjen Lommen2; Ernst Gassmann1; 
Klaus Kreuz1; Tilman Brodmeier1; Joachim Blanz1; Robert 
Hall2; 1Syngenta Crop Protection AG, Basel, Switzerland; 
2Plant Research International, Wageningen, Netherlands 
MPE 061 Identification of Surfactants by Liquid 
Chromatography-Mass Spectrometry; James L. Little 
Eastman Chemical Company, Kingsport, TN 
MPE 062 Deconvolution of Mass Spectra Obtained from Multi-
Dimensional Separations-MS; James R. Oliphant1; H. 
Dennis Tolley1; Edgar D. Lee2; Milton L. Lee1; 1Brigham 
Young University, Provo, UT; 2Palmar Technologies, 
Highland, UT 
MPE 063 Resolution Enhancement for Mass Spectra of Various 
Types of the Instruments via Processing of Raw Data; 
Valeriy V. Raznikov1; Alexander R. Pikhtelev1; Marina O. 
Raznikova1; Michael V. Ugarov2; John A. Schulz2; 
1Institute for Energy Problems of Chemical Physics, 
Chernogolovka, MO Russia; 2Ionwerks, Inc., Houston, TX 
MPE 064 Sheepshank: An algorithmic Approach to Identificaion 
of Peptides Using In-source CID and Accurate Mass 
Measurement with ESI-TOF; Dean R. Thompson1,2; 
William M. Old3; John C. Fjeldsted1,2; Michael 
Flanagan1,2; 1Agilent Technologies, Inc., Fort Collins, CO; 
2Agilent Technologies, Inc., Santa Clara, CA; 3University 
of Colorado, Boulder, CO 
MPE 065 Deconvolution of Complex LC/MSn Analyses; Peter 
Sander Bruker Daltonik, Bremen, Germany 
MPE 066 On the Advantage of Denoising and Peak Picking by 
MEND in LC-MALDI-QqTOF Analysis; Werner Ens1; 
Victor Andreev2; Oleg Krokhin1; Tomas Rejtar2; Hsuan-
shen Chen2; Eugene Moskovets2; Kenneth G. Standing1; 
Barry L. Karger2; 1University of Manitoba, Winnipeg, 
Canada; 2Northeastern University, Boston, MA 
MPE 067 A New Algorithm for Selection of MS/MS Precursors in 
LC-MALDI TOF-TOF Analysis of Complex Proteomic 
Mixtures; Victor P. Andreev; Tomas Rejtar; Hsuan-shen  
Chen; Eugene V. Moskovets; Barry L. Karger; 
Northeastern University, Boston, MA 
MPE 068 Computer Aided Evaluation of High Resolution Mass 
Spectral Data; Kerstin Thurow1; Enrico  Schmidt2; 
Norbert Stoll2; 1Center for Life Science Automation, 
Rostock, Germany; 2Institute of Automation, Rostock, 
Germany 
MPE 069 Enhanced Processing of High-Resolution MS/MS 
spectra for Peptide Identification Using Database 
Searching; Tomas Rejtar; Hsuan-shen Chen; Victor 
Andreev; Eugene Moskovets; Barry L. Karger; 
Northeastern University, Boston, MA 
MPE 070 Aligning Spectral Peaks in Mass Spectrometry Data 
with a Robust Point Matching Approach; Weichuan Yu; 
Hongyu Zhao; Yale University, New Haven, CT 
MPE 071 Combined Data Analysis of GC-MS, DNA and 
Morphometric Data of the Ant Genus Tetramorium 
Using SOM and 3D-Fuzzy Clustering; Alexej 
Nikiforov1; Birgit C.  Schlick-Steiner2; Florian M. Steiner 
2; Karl Moder4; Bernhard Seifert4; Christian Stauffer3; 
Erhard Christian2; Robert Mistrik5; 1Institute of Organic 
Chemistry, Uni Vien, Vienna, Austria; 2Institute of 
Zoology, Dept. of Integrative Biology, Vienna, Austria; 
3Institute of Forest Entomology, Forest Pathology, Vienna, 
Austria; 4Institute of Mathematics and Applied Statistics, 
Vienna, Austria; 5HighChem, Ltd., Bratislava, Slovakia 
MPE 072 Quantified Centroiding and Artefact-free Deisotoping 
for High Quality Inputs to Peptide Sequencing and 
Protein Identification; Kate Zhang1; Xiaoying Jin1; Keith 
A. Waddell2; Anthony G. Ferrige3; Rob Alecio3; Stuart 
Ray3; 1Genzyme Corporation, Framingham, MA; 2Applied 
Biosystems, Framingham, MA; 3PPL Ltd, Isleham, UK 
MPE 073 Structural Identification of Unknowns from ES/APCI 
CAD Spectra Via the Use of an EI Mass Spectral 
Database; O. David Sparkman; Patrick R. Jones; Jing 
Yuan; Xiaoyi Hu; Claudia  Bracket; University of the 
Pacific, Stockton, CA 
MPE 074 Charge Determination in Low-Resolution Tandem 
Mass Spectrometry; Jane Razumovskaya2; Tema 
Fridman2; Robert Day2; Ed Uberbacher1; Nathan 
VerBerkmoes2; Andrey Gorin1; 1Oak Ridge National 
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Laboratory, Oak Ridge, TN; 2University of Tennessee, 
Knoxville, TN 
MPE 075 The Application of New Software Tool Sets for the 
Visualization of Mass Spectrometry Data and NMR in 
Drug Discovery; Richard Gallagher1; David Hardy2; 
Vance Walton2; Neil Loftus2; 1Astra Zeneca, Alderley 
Edge, Cheshire, UK; 2Shimadzu ISS, Manchester, 
Lancashire, UK 
MPE 076 A Novel Forwards-working Approach to Peptide 
Sequencing; Anthony G. Ferrige; Stuart Ray; Rob Alecio; 
PPL Ltd, Isleham, Cambs. UK 
MPE 077 Improvements in the Performance of Component 
Detection Algorithm and COMPARELCMS for 
Generic Data Xxtraction; Mark Bayliss1; Vitaly Lashin1; 
William Nichols2; David Mclaughlin2; Willem Windig3; 
1Advanced Chemistry Development Inc., Toronto, ON, 
Canada; 2Eastman Kodak, Rochester, NY; 3Eigenvector 
Research Inc., Manson, WA 
HIGH THROUGHPUT ROBOTICS/MULTIPLEX 
MPF 078 Accurate Mass and Sustainable +/- Switching Using a 
MUX Source with a TOF LC-MS System; Lisa M. 
Schaffter; Mark Zambrowski; AstraZeneca 
Pharmaceuticals, Waltham, MA 
MPF 079 Off-line Capillary Electrophoresis/ Fully Automated 
nano Electrospray Chip Quadrupole-Time-of-Flight 
Mass Spectrometry for Glycoconjugate Analysis; 
Reinaldo Almeida1; Laura  Bindila2; Alina  Zamfir2; 
Alistair  Sterling1; Mark  Allen1; Jasna  Peter-Katalinic2; 
1Advion BioSciences, Norwich, UK; 2Institute for Medical 
Physics and Biophysics, University of Muenster, Germany 
MPF 080 Incorporating Staggered Parallel LC/MS Systems in 
Drug Discovery Bioanalysis; Jian Wang; Christian 
Caporusico; Bogdan Sleczka; Georgia Cornelius; Hongwei 
Zhang; Timothy Olah; Bristol-Myers Squibb, Princeton, 
NJ 
MPF 081 High Throughput Exact Mass Measurement of Small 
Molecule Pharmaceuticals Using ESI FT/ICR/MS; 
Nelson Huang; Ying Ge; Oliver McConnell; Guy Carter; 
Wyeth Research, Cambridge, MA 
MPF 082 A High Throughput Bioanalytical HILIC-MS/MS 
Method for the Determination of Cetirizine in Human 
Plasma Using Automated 96-well Solid Phase 
Extraction; Qi Song1; Yong Q. Tang1; Brian Beato1; Tom 
Addison2; Austin Li2; Naidong Weng2; 1Covance 
Bioanalytical Services, LLC., Indianapolis, IN; 2Covance 
Laboratories Inc., Madison, WI 
MPF 083 High Throughput Mass Spectrometry with the 
Polypropylene Nanospray Plate; James W. Ashmead; 
Sau Lan T. Staats; Danny Chow; Phoenix S&T, Inc., 
Elkton, MD 
MPF 084 A Versatile Multiplex LC-MS System for Multi-
Dimensional Liquid Chromatography Separation; 
Sylvain Tessier; Eric Bonneil; Alain Carrier; Pierre 
Thibault; Caprion Pharmaceuticals Inc., Montreal, QC 
Canada 
MPF 085 Development of a Dual Stream LC ESI Quadrupole-
Time-of-Flight Mass Spectrometer to Double the 
Throughput of Protein and Peptide Digest Analyses; 
Simone L. Evarts; Thomas C. Webb; Mark T. Cancilla; 
Sunesis Pharmaceuticals, South San Francisco, CA 
IMMUNOLOGY 
MPG 086 Mass Spectrometry Identification of HBV Epitopes in 
Transduced Human Cells; David L Wong1; Hugh C 
McDonald1; Xunxiang Du1; Dan Chen1; Douglas Hodges1; 
Bryan Fox1; Lilia Babe1; Jeff Alexander2; Brian 
Livingston2; 1Genencor International, Inc., Palo Alto, CA; 
2Epimmune, Inc., San Diego, CA 
MPG 087 The Characterization of an Organomercury Hapten 
and Bioconjugate using MALDI-FTMS; Elizabeth A. 
Stemmler1; Anthony B. Costa1; Caryn K. Prudente2; 
Margaret C. Hausman2; 1Bowdoin College, Brunswick, 
ME; 2University of Southern Maine, Portland, ME 
MPG 088 Identification and Motif Determination of Naturally 
Processed Peptides from the Murine Type I Diabetes 
Associated MHC class I allele H-2Kd; James J Walters; 
Anish Suri; Emil R. Unanue; Michael L. Gross; 
Washington University, St. Louis, MO 
MPG 089 Characterization of an Epitope Recognized by an HIV-
Neutralizing Antibody Using Glycosylated Antigens; 
Christine M Hager-Braun1; John P Moore2; Hermann 
Katinger3; Norbert Schuelke4; Kenneth B Tomer1; 1Nat'l 
Institute of Environmental Health Sciences, Research 
Triangle Park, NC; 2Medical College of Cornell 
University, New York, NY; 3University of Agriculture and 
Forestry, Vienna, Austria; 4Progenics Pharmaceutical Inc., 
Tarrytown, NY 
MPG 090 Proteomic Analysis of Circulating Immune Complexes 
in Disease; Karin M. Green1; Kris Xhaja1; James Mobley1; 
Alan L. Rothman1; Norma Bosch2; Irene Bosch1; James E. 
Evans1; 1University of Massachusetts Medical School, 
Worcester, MA; 2Banco Municipal de Samgre del Distrito 
Federal, Caracas, Venezuela 
MPG 091 Efrapeptins and Cyclosporins Produced by 
Stachybotrys Chartarum: Analysis of Spores and 
Extracts of Fungal Mycelium and Medium; Ales 
Ulrych1; Miroslav Sulc1; Alexandr Jegorov2; Kamila 
Vratilova3; Martin Zabka3; Dan Sokol1; Helena 
Tlaskalova1; Vladimir Havlicek1; 1Institute of 
Microbiology, Prague, Czech Republic; 2IVAX-
Pharmaceuticals, Ceske Budejovice, Czech Republic; 
3University of Southern Bohemia, Ceske Budejovice, Czech 
Republic 
MPG 092 Rapid Identification of Naturally Processed HLA-class 
II Presented Meningococcal Peptides Recognized by 
CD4+ T lymphocites; Cecile A.C.M. van Els1; Hugo D. 
Meiring2; Betsy Kuipers1; Jacqueline van Gaans-van den 
Brink1; Martien C.M. Poelen1; Gino Baart1; Albert J.R. 
Heck3; Claire J.P. Boog1; Ad P.J.M. de Jong2; 1Netherlands 
Vaccine Institute, Bilthoven, The Netherlands; 2Natl. Inst. 
Public Health and the Environment, Bilthoven, The 
Netherlands; 3Utrecht University, Utrecht, The 
Netherlands 
INSTRUMENTATION:  ION SOURCES & NEW CONCEPTS 
MPH 093 Innovations in Mass Spectrometry: Developing a Novel 
Miniature Mass Spectrometer; Peter G Hughes; Scott H 
Kable; University of Sydney, Sydney, NSW Australia 
MPH 094 Iterative Estimation and Inversion of Hadamard 
Modulation in Time-of-flight Mass Spectrometry; Oh 
Kyu Yoon; Joel R. Kimmel; Oliver Trapp; Ignacio A. 
Zuleta; Richard N. Zare; Stanford University, Stanford, CA 
MPH 095 Multireflecting Time-of-Flight Mass Analyzer  
Retaining Full Mass Range; Anatoli N. Verentchikov; 
Yurij I. Hasin; Mikhail I. Yavor; Institute for Analytical 
Instrumentation, St. Petersburg, Russia 
MPH 096 Protein/Peptide Ion Formation in Sonic Spray versus 
Electrospray; Yu Xia; Jin Wu; Scott A McLuckey; 
Purdue University, West Lafayette, IN 
MPH 097 Fundamental Study of Taylor Cone Dynamics of Nano-
Electrosprays; Daniel Sobek1; Jing Cai1; Hongfeng Yin1; 
Jun Zeng2; 1Agilent Laboratories, Agilent Technologies, 
Palo Alto, CA; 2Coventor, Inc., Cambridge, MA 
MPH 098 The Theory of FAIMS in Coaxial Cylinders 
Configuration; Eugene N. Nikolaev1; Alexander A. 
Vedenov2; Irina A. Vedenova3; 1Institute of Energy 
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Problems of Chemical Physics A, Moscow, Russia; 
2Kurchatov Institute for Atomic Energy, Moscow, Russia; 
3Moscow Textile University, Moscow, Russia 
MPH 099 Deuterium Back-Exchange In The Electrospray Source; 
Matthew Clemens; K. Wayne Taylor; Brian E. Winger; Eli 
Lilly and Company, Indianapolis, IN 
MPH 100 Transmission of Ions Through Conductance Pathways 
from Atmospheric Pressure; Ross C. Willoughby; 
Edward W. Sheehan; Chem-Space Associates, Pittsburgh, 
PA 
MPH 101 Novel Techniques for Studying Ion-Surface 
Interactions in FT-ICR MS; Julia Laskin1; Jormarie 
Alvarez2; R. Graham Cooks2; Stephan E. Barlow1; Jean H. 
Futrell1; 1Pacific Northwest National Laboratory, 
Richland, WA; 2Purdue University, West Lafayette, IN 
MPH 102 Miniature Magnetic Sector Mass Spectrometer; Adi 
Scheidemann; Gottfried Kibelka; Intelligent Ion, Seattle, 
WA 
MPH 103 The Development of Novel Resistive Glass Technology 
to Simplify Analytical Instrumentation; Sharon R. 
Mrotek; Bruce N. Laprade; William G. Dunn; BURLE 
Electro Optics, Inc., Sturbridge, MA 
MPH 104 A Comparision of Preformed and Oxidatively Formed 
Macrocyclic Nickel Complex Ions with ESI/MS, 
APCI/MS and FD-ESI/MS; Chang Nan Chen1; Patrick R. 
Jones2; Jentaie Shiea1; 1National Sun Yat-sen University, 
Kaohsiung, Taiwan ; 2University of the Pacific, Stockton, 
CA 
MPH 105 Characterization of Higher Order Fields in a 
Compensated Cylindrical Ion Trap; Desmond A. 
Kaplan; Gary L. Glish; The University of North Carolina, 
Chapel Hill, NC 
MPH 106 Investigations into Hydrogen/Deuterium Exchange in 
Atmospheric Pressure Ionisation Dual/Multi Sprayer 
Ion Sources; Kathryn E. Arthur; Jean-Claude Wolff; 
GlaxoSmithKline, Stevenage, UK 
MPH 107 A Novel Technique to Fabricate a Gold Plated 
Miniature Ceramic CIT with r0=1 mm; F.H.W. van 
Amerom1; A. Chaudhary2; R.T. Short1; 1USF, Center for 
Ocean Technology, St. Petersburg, FL; 2USF, Electrical 
Engineering, Tampa, FL 
MPH 108 Mitigation of Artifactual Ion Formation and Signal 
Variation in Electrospray Mass Spectrometry; Michael 
C. Granger1; Gary J. Van Berkel2; Paul  Gamache1; Wayne 
R.  Matson1; 1ESA Inc., Chelmsford, MA; 2ORNL, 
Chemical Sciences Division, Oak Ridge, TN 
MPH 109 Plastic Microfluidic Devices for ESI-MS Using 
Embossed Carbon Conductors; Jian Liu; Kyung Won 
Ro; Aimin Tan; Daniel R. Knapp; Medical University of 
South Carolina, Charleston, SC 
MPH 110 Affinity Capillary Electrophoresis Electrospray 
Ionization Mass Spectrometry as A powerful Analytical 
Technique; Mehdi Moini; David  Hammers; University of 
Texas at Austin, Austin, TX 
MPH 111 Study and Application of a Porous Flow-Through 
Electrode Electrospray Emitter; Gary J. Van Berkel1; 
Vilmos Kertesz1; Michael C. Granger2; 1Oak Ridge 
National Laboratory, Oak Ridge, TN; 2ESA, Inc., 
Chelmsford, MA 
MPH 112 High Resolution LIFDI of Non-polar Compounds by 
FT-ICR-MS; Harri G. Ramjit. 1; J. Paul Speir2; Bernhard 
H. Linden3; 1Merck & Co.Inc., West Point, PA; 2Bruker 
Daltonics Inc., Billerica,, MA; 3Linden CMS GmBH, 
Leeste, GmbH 
MPH 113 Enzyme-Substrate Characterization by ESSI-MS; Justin 
M Wiseman; Zoltan Takats; Bogdan Gologan; R. G. 
Cooks; Purdue University, West Lafayette, IN 
MPH 114 Instrumental Features and Applications of Ion 
Attachment Mass Spectrometry; Yoshiro Shiokawa; 
Megumi Nakamura; Harumi Maruyama; Yoshiki Hirano; 
Yasuyuki Taneda; Masako Inoue; Toshihiro Fujii; 
ANELVA Technix Corp., Fuchu, TK Japan 
MPH 115 Fluorescence Detection of Ion Frequencies in a 
Quadrupole Ion Trap; Ryan M. Danell; Joel H. Parks; 
Rowland Institute at Harvard, Cambridge, MA 
MPH 116 Extracting Ions from Liquid Solutions and Ion Beam 
Formation in the Electromembrane Ion Source; 
Alexander A. Balakin1; Ekaterina A. Golcova1; Mikhael I. 
Markin1; Lyudmila I. Novikova1; Victor L. Talroze2; 
Michael A. Baldwin2; 1Institute of Energy Problems of 
Chemical Physics, Chernogolovka, Russia; 2University of 
California, San Francisco, CA 
MPH 117 N-Cα bond Cleavage of Hydrogen Atom Adduct 
Peptides Neutralized by Near-Resonant Electron 
Transfer With an Alkali Metal Target; Shigeo 
Hayakawa Osaka Prefecture University, Sakai, Japan 
MPH 118 Initial Design and Implementation of a Cryogenic 
Preamplifier for FTICRMS; Raman Mathur; Peter B  
O'Connor; Boston University, Boston, MA 
MPH 119 A Novel Tandem Mass Spectrometry Experiment for 
the Study of Chemistry in Charged Droplets with 
Varied Mass-to-Charge Ratios; Michael J. Bogan; 
Samuel F. W. Bakhoum; George R. Agnes; Simon Fraser 
University, Burnaby, Canada 
MPH 120 Atmospheric Pressure Focusing; Edward W. Sheehan1; 
Ross C. Willoughby1; David P. Fries2; 1Chem-Space 
Associates, Inc., Pittsburgh, PA; 2University of South 
Florida, St. Petersburg, FL 
MPH 121 Supersonic GC-MS – The Quest for Ultimate 
Performance GC-MS; Aviv Amirav; Alexander B 
Fialkov; Alexander  Gordin; Tel Aviv University, Tel Aviv, 
Israel 
MPH 122 Electron Ionization LC-MS with Supersonic Molecular 
Beams; Ori  Granot; Aviv Amirav; Tel Aviv University, Tel 
Aviv, Israel 
MPH 123 Ambient Gas Influence on Electrospray Potential as 
Revealed by DEEP Mapping Within the ES Capillary; 
Boguslaw P. Pozniak; Richard B. Cole; University of New 
Orleans, New Orleans, LA 
MPH 124 Voltage-assisted Aerodynamic Ion Focusing in 
Electrospray Ionization; Li Zhou1; Edgar D.  Lee1; Alan 
L. Rockwood2; Milton L. Lee1; 1Brigham Young 
University, Provo, UT; 2ARUP Institute for Clinical and 
Experimental Patho, Salt Lake City, UT 
MPH 125 Continuous Liquid Introduction Field 
Desorption/Ionization (CLIFDI) for the LC/MS 
Analysis of Polar and Apolar Compounds; Stilianos, G. 
Roussis; Richard Proulx; Imperial Oil, Sarnia, ON, 
Canada 
MPH 126 Design and Preliminary Studies on a Full Duty Cycle, 
Multi-Anode Multiplexing Time of Flight (TOF) 
Experiment; Ignacio A Zuleta; Joel R Kimmel; Oliver 
Trapp; Oh Kyu Yoon; Richard N Zare; Stanford 
Universuty, Stanford, CA 
MPH 127 Characterization of a High S/N Interface for 
Atmospheric Pressure Ionization Using Orthogonal 
Sampling and Enhanced Desolvation; Ashkan Alavi; 
Lisa M. Cousins; Gholamreza Javahery; Charles Jolliffe; 
Dragan Vuckovic; IONICS Mass Spectrometry Group, 
Concord, ON, Canada 
MPH 128 Observation of the Advantage of the Use of PEEK 
Tubing as the Electrospray Emitter; Min Wan; Ting 
Wang; Patrick R. Jones; University of the Pacific, Stockton, 
CA 
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MPH 129 Resonant Excitation of Ions in Quadrupole Ion Guides 
by High Frequency Harmonic Components of Non-
sinusoidal Excitation Waveforms; V. Sergey Rakov; 
Craig M. Whitehouse; Analytica of Branford, Branford, CT 
ION MOBILITY 
MPI 130 Protein Conformational Selectivity using High-Field 
Asymmetric Waveform Ion Mobility Spectrometry 
(FAIMS) Fourier-Transform Ion Cyclotron Resonance 
Mass Spectrometry and Hydrogen/Deuterium 
Exchange; Errol W. Robinson; Evan R, Williams; 
University of California, Berkeley, CA 
MPI 131 Practical Implications of Fundamental Ion Motion in 
High-field Asymmetric Waveform Ion Mobility 
Spectrometry (FAIMS); Christopher K. Hilton1; Roger 
Guevremont2; Richard A. Yost1; 1University of Florida, 
Gainesville, FL; 2Ionalytics Corporation, Ottawa, Canada 
MPI 132 Trace Analysis of Thiocyanate Ion, a Possible 
Biomarker for Cystic Fibrosis, by ESI/FAIMS/MS; 
Frank A. Kero1; Christopher Hilton1; Gregory Conner2; 
Richard Yost1; 1University of Florida, Gainesville, FL; 
2Miami University, Miami, FL 
MPI 133 Gas-Phase Structures of Protonated and Metallated 
Metallothionein from Rabbit Liver as Probed by 
Collisional Cross-Section Measurements using Ion 
Mobility; Yuzhu Guo1; Bruce A. Thomson2; Alan C.  
Hopkinson1; K.W. Michael  Siu1; 1York University, 
Toronto, ON Canada; 2MDS SCIEX, Concord, ON Canada 
MPI 134 A New Design for the Coupling of Ion Mobility 
Spectrometry to Quadrupol Mass Spectrometers; 
Carsten Rowolt; Uwe Eggers; Michael  Carstens; Juergen 
Grotemeyer; Institute for Physical Chemistry, University 
Kiel, Kiel, Germany 
MPI 135 Coupling Capillary Electrophoresis and High-Field 
Asymmetric Waveform Ion Mobility Separations to 
Mass Spectrometry for Carbohydrate Analysis; Jianjun 
Li1; Randy W. Purves2; James C. Richards1; 1National 
Research Council of Canada, Ottawa, ON, Canada; 
2Ionalytics Corporation, Ottawa, ON, Canada 
MPI 136 Reduction of Chemical Background from the 
Chromatographic Separation of a Peptide Mixture with 
High-Field Asymmetric Waveform Ion Mobility 
Spectrometry (FAIMS); Michael W. Belford1; Julie A. 
Horner1; Randy W. Purves2; 1Thermo Electron, San Jose, 
CA; 2Ionalytics Corporation, Ottawa, Ontario, Canada 
MPI 137 Modelling Ion Trajectories in an Ion Mobility Drift 
Tube using SIMION; Michael M. Sakal; Robert R.  
Hudgins; York University, Toronto, ON, Canada 
MPI 138 Detection of Triacetone Triperoxide (TATP) Using 
Commercial and Portable Ion Mobility Spectrometers; 
Curtis D. Mowry; Lisa A. Theisen; Andrew M. Goodin; 
Kent B. Pfeifer; Sandia National Laboratories, 
Albuquerque, NM 
MPI 139 Electrospray/Ion Mobility/Mass Spectrometry Studies 
of the Glycopeptide Antibiotic Vancomycin; Sadaf 
Noreen1; Colin S. Creaser1; Kevin  Giles2; Robert  
Bateman2; 1Nottingham Trent University, Nottingham, UK; 
2Micromass UK Ltd, Manchester, UK 
MPI 140 Evaluation of the Analytical Performance of FAIMS 
Coupled to a Tandem Quadrupole Mass Spectrometer 
for Analysis of Testosterone; Mark M. Kushnir1; Alan L.  
Rockwood1; Beata M. Kolakowski2; Randy W. Purves2; 
1ARUP Institute for Clinical and Experimental Patho, Salt 
Lake City, UT; 2Ionalytics Corporation, Ottawa, Canada 
MPI 141 High-sensitivity Ion Mobility Spectroscopy/Mass 
Spectrometry Using an Electrodynamic Ion Funnel 
Interface; Alexandre A. Shvartsburg; Keqi Tang; Aleksey 
V. Tolmachev; Gordon A. Anderson; Richard D. Smith; 
Pacific Northwest National Laboratory, Richland, WA 
MPI 142 High Sensitivity Measurement of Protein and Peptide 
Cross Sections Using Ion Mobility Mass Spectrometry; 
James H Scrivens1; Sue Slade1; Kostantinos Thalassinos1; 
Mike T Bowers2; Robert H Bateman3; Paul Read3; 
1University of Warwick, Coventry, UK; 2UCSB, Santa 
Barbara, CA; 3Waters, Manchester, UK 
MPI 143 Peptide Fragmentation Investigations using an Angle 
Resolved MALDI-IM-SID-TOF; Wenjian Sun; Kent J. 
Gillig; David H. Russell; Texas A&M University, College 
Station, TX 
MPI 144 Analysis of Complex Protein Mixtures by Capillary 
Electrophoresis Ion Mobility Mass Spectrometry; 
Vikram  Durairaj; Mehdi Moini; University of Texas, 
Austin, TX 
MPI 145 ß-sheet Formation in the Gas Phase Studied by Ion 
Mobility Mass Spectrometry; Katherine A Stumpo; 
Brandon T Ruotolo; Colby C Tate; John A McLean; David 
H Russell; Texas A&M University, College Station, TX 
MPI 146 Investigations into a Novel Ion Mobility Separator 
Comprising a Travelling Wave Enabled RF-Only 
Stacked-Ring Ion Guide; Kevin Giles; Steven D Pringle; 
Robert H Bateman; Waters Corporation, Manchester, UK 
MPI 147 Performance Evaluation of LC-ESI-FAIMS-MS for 
High Throughput Proteomics; Keqi Tang1; Hak-No Lee1; 
Alexandre A. Shvartsburg1; Richard D. Smith1; Randy W. 
Purves2; Roger Guevremont2; 1Pacific Northwest National 
Laboratory, Richland, WA; 2Ionalytics, Ottawa, ON, 
Canada 
MPI 148 A Detailed Analysis of Gas-Phase Peptide Ions 
Containing N-Terminal Arginine:  Bradykinin 
Fragments 1-5, 1-6 and 1-7; Holly A. Sawyer; Brandon T. 
Ruotolo; Joseph T. Marini; Kent J. Gillig; David H. 
Russell; Texas A&M University, College Station, TX 
MPI 149 The Influence and Utility of Varying Field Strength for 
the Separation of Tryptic Peptides by Ion Mobility-
Mass Spectrometry; Kent J. Gillig; Brandon T.  Ruotolo; 
John A.  McLean; David H.  Russell; Texas A&M 
University, College Station, TX 
MPI 150 Unzipping Helical Zippers in the Gas Phase; 
Rajagopalan Sudha; Motoya  Kohtani ; Martin F. Jarrold; 
Indiana University, Bloomington, IN 
ION STRUCTURES/ENERGETICS 
MPJ 151 Thermochemistry of Nitrogen-rich Heterocycles; 
Rebecca L Hoenigman; Shuji Kato; Adam J Gianola; 
Takatoshi Ichino; W Carl Lineberger; Veronica M 
Bierbaum; University of Colorado, Boulder, CO 
MPJ 152 Internal Energy Distribution of Ions Produced by 
Electrospray Ionization; Jessie  Naban-Maillet1; Alireza 
Pak1; Denis Lesage1; Anne Bossee2; Yves  Gimbert3; Judit 
Sztaray4; Karoly Vekey4; Jean-Claude Tabet1; 1University 
of Paris VI, Paris, France; 2Centre d'Etudes du Bouchet, 
Vert le Petit, France; 3LEDSS, Grenoble, France; 
4Hungarian Academy of Sciences, Budapest, Hungary 
MPJ 153 Gas-Phase Halide Affinity of Aliphatic Alcohols 
Estimated by the Kinetic Method; Rodinei Augusti1; 
Daniella V. Augusti1; Hao Chen2; R. Graham Cooks2; 
1Federal University of Minas Gerais, Belo Horizonte, MG, 
Brazil; 2Purdue University, West Lafayette, IN 
MPJ 154 Proton Affinities of Highly Basic - Constrained 
Diamines from the Extended Kinetic Method; Erica J. 
Andriole; John C. Poutsma; College of William and Mary, 
Williamsburg, VA 
MPJ 155 Gas-Phase and Liquid-Phase Basicities of Two di-
guanidinium Paralytic Shellfish Poisons; Lekha Sleno1; 
Borislav  Kovacevic2; Zvonimir B.  Maksic2; Dietrich A. 
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Volmer1; 1Institute for Marine Biosciences, Halifax, 
Canada; 2Rudjer Boškovic Institute, Zagreb, Croatia 
MPJ 156 Triradical ThermoChemistry of Dehydro-1,3-
quinodimethanes; Tamara E. Munsch; Paul G.  Wenthold; 
Purdue University, West Lafayette, IN 
MPJ 157 Expeimental and Theoretical Investigtaions of Cis-
Trans Isomerization in Peptide Models; Olivia E. 
Schroeder; Joshua Wind; John C. Poutsma; College of 
William and Mary, Williamsburg, VA 
MPJ 158 Structure and Binding Energy of the Protonated 
Glycine Clusters; Formation of Peptide Bond by Ion-
Molecule Mechanism in the Gas Phase; Serguei A 
Raspopov2; Terrance B McMahon1; 1University of 
Waterloo, Waterloo, Ontario, Canada; 2York University, 
Toronto, Ontario, Canada 
MPJ 159 Collision Induced N2 Loss in Tris-1,2-
Benzoquinonediimine Ruthenium Cations; Greg J 
Francis; Galina Orlova; A B P Lever; Diethard K Bohme; 
York University, Toronto, ON Canada 
MPJ 160 Molecular Cluster Proton Affinities of Water Clusters; 
Daniel Goebbert; Paul Wenthold; Purdue University, West 
Lafayette, IN 
MPJ 161 Investigation of Diastereomer Formation in a 
Hexahydropyrroloimidazole via LC/MS with Online 
Hydrogen/deuterium Exchange; Michael B. Peddicord; 
William L. Parker; John A. Castoro; Charles Pathirana; 
Venkatapuram Palaniswamy; Bristol-Myers Squibb, New 
Brunswick, NJ 
MPJ 162 Integration of Molecular Mechanics with Experimental 
Probes Towards the Understanding Gas-Phase Peptide 
Ion Structure; David H. Russell; Holly A. Sawyer; Joseph 
T. Marini; Shane E. Tichy; Brandon T. Ruotolo; Lisa M. 
Perez; Kent J. Gillig; Texas A&M University, College 
Station, TX 
MPJ 163 Electron Capture by Ammonium Ions; Chunxiang Yao; 
Frantisek  Turecek; University of Washington, Seattle, WA 
MPJ 164 The Sulfur Clusters Sn (n=1-5) and Their 
Anions:Structures, Thermochemistry, and Electron 
Affinities; Wenguo  Xu; Li  Zhang; Yue  Zhang; Qian Shu  
Li; Beijing Institute of Technology, Beijing, Beijing China 
MPJ 165 Cytochrome P450 Structural Dynamics and Interaction 
with Terpenes in the Gas Phase; Feroz J. Chaudhry; 
Robert R. Hudgins; York University, Toronto, ON, Canada 
MPJ 166 Characterization of Supramoleculat Complexes 
Between Cucurbiturils and Amino Acid Ions Using 
Electrospray Ionization Fourier Transform Ion 
Cyclotron Resonance Mass Spectrometry; Haizhen 
Zhang1; David V. Dearden1; Krzysztof E. Krakowiak2; 
1Brigham Young University, Provo, UT; 2IBC Advanced 
Technologies, American Fork, UT 
IONIZATION MECHANISMS 
MPK 167 Initial Ion Velocities During Charge-transfer Ionization 
in MALDI-MS; Chad Robins; Patrick A. Limbach; 
University of Cincinnati, Cincinnati, OH 
MPK 168 Modeling of AP-MALDI Processes; Vadym D. Berkout; 
Sergey I. Kryuchkov; Vladimir M. Doroshenko; Mass 
Tech., Inc., Columbia, MD 
MPK 169 The Thermal Mechanism of MALDI – A Refined 
Quantitative Model with Experimental Validation; 
Victor L. Talroze1; Ilya O. Leipunsky2; A.L. Burlingame1; 
Michael A. Baldwin1; 1University of California, San 
Francisco, CA; 2Russian Academy of Sciences, Moscow, 
Russia 
MPK 170 Effect of Esterification on the Generation of Positive 
and Negative Peptide Ions in MALDI-MS; Matthew 
Olson1; Paolo Lecchi1; Francesco L Brancia2; 1The George 
Washington University, Washington, DC; 2Shimadzu 
Research Laboratory, Manchester, UK 
MPK 171 Ablation Plume Dynamics for Infrared MALDI from 
Ice; Michelle L. Baltz-Knorr; Kenneth E. Schriver; 
Richard F. Haglund; Vanderbilt University, Nashville, TN 
MPK 172 Two-color MALDI of Large Proteins Using an Infrared 
Free-electron Laser and Ultraviolet Nitrogen Laser; 
Kenneth E Schriver; Richard F Haglund; Vanderbilt 
University, Nashville, TN 
MPK 173 Reduction of Organic Dyes in Matrix-Assisted Laser 
Desorption/Ionization and Desorption/Ionization on 
Porous Silicon; Shoji Okuno1; Motohiro Nakano2; Gen-
etsu Matsubayashi2; Ryuichi Arakawa3; Yoshinao Wada4; 
1Japan Science and Technology Agency, Izumi, Japan; 
2Osaka University, Toyonaka, Japan; 3Kansai University, 
Suita, Japan; 4Research Institute, Osaka MCH, Izumi, 
Japan 
MPK 174 A Study of Gas Phase Cationization in MALDI 
TOFMS; William J Erb1; Kevin G Owens1; Scott D 
Hanton2; 1Drexel University, Philadelphia, PA; 2Air 
Products & Chemicals, Allentown, PA 
MPK 175 Understanding and Optimizing the MALDI Process 
using a Heated Sample Stage: a 2,5-Dihydroxybenzoic 
Acid Study; Mark A. Arnould; William E. Wallace; 
National Institute of Standards and Technology, 
Gaithersburg, MD 
MPK 176 Influence of the Matrix on Analyte Fragmentation in 
Atmospheric Pressure MALDI; Eric Schulz1; Valérie 
Gabelica2; Frederic Rosu2; Michael Karas1; 1University of 
Frankfurt, Frankfurt am Main, Germany; 2University of 
Liege, Liège, Belgium 
MPK 177 Analysis of Metal Acetylacetonate Complexes by 
MALDI-TOF-MS; Mark F. Wyatt; Stephen Havard; 
Bridget K. Stein; A. Gareth Brenton; EPSRC National 
Mass Spectrometry Service Centre, Swansea, UK 
MPK 178 Field-Free Time-of-Flight Mass Spectrometric 
Measurements of Neutral and Cation Components of a 
UV-MALDI Plume; David R Ermer; Zhengda Pan; Shen 
Jun; Mark Sullivan; Katherine Sinele; Mississippi State 
University, Mississippi State, MS 
MPK 179 Ionization Efficiency of 2,5-DHB Dissolved in 
Deuterated Solvents by UV-MALDI TOF; Cristian 
Santacruz; Edy Ayala; Escuela Politecnica Nacional, 
Quito, Ecuador 
LC/MS SAMPLE PREPARATION & APCI 
MPL 180 LC/MS/MS Using Traditional GC/MS Derivatizations; 
Brad I. Coopersmith; Edward A. Brewer; Jean Pineault; 
Tandem Labs, West Trenton, NJ 
MPL 181 LC-MS and LC-MS-MS Analyses of Impurities and 
Degradation Products in Pharmaceutical Tablets Using 
PhotoSpray Ion Source; Jason X. Tang; Russ Tsao; Carl 
Longfellow; Wyeth Research, Pearl River, NY 
MPL 182 Derivatization for Liquid Chromatography-Mass 
Spectrometry detection of amino acid type compound 
L-alanosin; Alex Gantverg1; Gary  Elliott2; Jean Pineault1; 
Roger  Demers1; 1Maxxam Analytics Inc., Mississauga, ON 
Canada; 2Salmedix Inc., San Diego, CA 
MPL 183 An On-line Ziptip Trap for LC-ESI-MS; Jeffrey T. 
Morre; Douglas F. Barofsky; Oregon State University, 
Corvallis, OR 
MPL 184 Development of a Robust and Sensitive Analytical 
Method for the Measurement of Pharmaceutical 
Compounds in Serum using LC/MS; Joerg Szigan1; 
Heinz-Dieter Winkeler2; Petra Gerhards3; 1Labor Dr. 
Laser, Cologne, Germany; 2Chemical Control Lab, 
Bielefeld, Germany; 3Varian GmbH, Darmstadt, Germany 
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MPL 185 LC-MSn Screening of Multi-class Antibiotic Residues 
in Shrimp; Hui Li; Philip James Kijak; Wei Cui; 
FDA/CVM/OR, Laurel, MD 
MPL 186 Investigation of Analyte Recoveries from a New 
Sorbent Designed to Remove Phospholipids and Reduce 
Associated Matrix Effects; K.C. Van Horne2; Min Meng1; 
Robert Marquardt1; Patrick Bennett1; 1Tandem Labs, Salt 
Lake City, UT; 2Hologent Technologies Inc., Baldwin 
Park, CA 
MPL 187 Validation of a Method for the Determination of 
Sertraline in Human Plasma Using Hplc with Tandem 
Mass Spectrometric Detection; Sylvain Latour; Malika 
Madi; Troy Bradley; Marc Lefebvre; Algorithme Pharma 
Inc., Laval, QC, Canada 
MPL 188 Quantitative Analysis of Oxandrolone in Human 
Plasma by APCI LC-MS-MS; Dan A. Aufman; Missy A. 
Berry; Gibran A. el-Sulayman; James A. Havel; Jessie S. 
Lindemann; Karen N. Malmberg; PRACS Institute, Ltd., 
Fargo, ND 
MPL 189 LC/MS Method for the Determination of Vincristine in 
Human Plasma; Mark Schmidt1; Daryl Murry1; Robert 
Classon2; 1University of Iowa, Iowa City, IA; 2Shimadzu 
Scientific Instruments, Columbia, MD 
MALDI TANDEM MS 
MPM 190 A Robust Two-layer Matrix Preparation Method for 
MALDI-MS/MS is introduced; Jing Zheng; Hui Dai; Nan 
Li; Liang Li; University of Alberta, Edmonton, AB, Canada 
MPM 191 Sequence Determination of Glutathione S-transferase 
from Horse by MALDI Tandem Time-of-Flight Mass 
Spectrometry; Shelagh A. Booth; Sofia G. Hohnholt; 
Ioannis A. Papayannopoulos; Applied Biosystems, 
Framingham, MA 
MPM 192 Identification of Phosphopeptides by Using a MALDI 
TOF/TOF Mass Spectrometer via Help of Resolution 
and Mass Shift; Xiangping Zhu; Xunming  Chen; Stephen 
Hattan; Jason Marchese; Ioannis Papayannopoulos; 
Applied Biosystems, Framingham, MA 
MPM 193 A Lysine Derivitization Reagent for MALDI-MS and 
MALDI-MS/MS; Gordon Nicol; Hongbin Liu; Bill 
Barrett; Barry  Boyes; Agilent Technologies, Wilmington, 
DE 
MPM 194 LID and High Energy CID Analysis of Peptides using 
MALDI-TOF/TOF; Marcus Macht1,2,3; Arndt 
Asperger1,2,3; Soeren-Oliver Deininger1,2,3; Paul 
Kowalski1,2,3; Armin Holle1,2,3; 1Bruker Daltonics, Leipzig, 
Germany; 2Bruker Daltonics, Bremen, Germany; 3Bruker 
Daltonics, Billerica, MA 
MPM 195 PSD in MALDI/LDI TOF MS: Efficient Tool for 
Structure Analysis of Inorganic, Organic and 
Biomolecules; Ondrej Sedo; Josef  Havel; Faculty of 
Science, Masaryk University, Brno, Czech Republic 
MPM 196 Ganglioside Studies with Soft Vacuum 
Desorption/ionization Using the vMALDI Ion Source 
for the Finnigan LTQ; Maria C. Prieto Conaway1; 
Viatcheslav Kovtoun1; Vera Ivleva2; Susanne Moyer2; 
Catherine E. Costello2; George Stafford1; Ken  Miller1; 
1Thermo Electron Corp, San Jose, CA; 2Boston University, 
School of Medicine, Boston, MA 
MPM 197 Membrane Proteins Quantitative Profiling Using 
Cleavable ICATR  Reagents and LC/MALDI/MSMS; 
Marjorie  Minkoff1; Fadi Abdi1; Melanie Lin 1; Keith 
Waddell1; Farzin  Gharahdaghi2; Michael  Mallamaci2; 
Matthew Peters2; Mark Stein2; Amanda Williams2; 
1Applied Biosystems, Framingham, MA; 2Astra Zeneca, 
Wilmington, DE 
MPM 198 A Proteomic Study of Xenopus Laevis Embryonic 
Tissue By MALDI Tandem Mass Time of Flight 
Analysis; Jing DeGnore1; Amy Sater2; Frederick Pratt2; 
Anna M Krowczynska1; Frederick Pratt1; 1Applied 
Biosystems, Framingham, MA; 2University of Houston, 
Houston, TX 
MPM 199 The use of Exact Mass and High Sesolution Precursor 
Ion Selection on a Q-Tof Ultima for de-novo Peptide 
Sequencing; Marten Snel; Therese McKenna; Emmanuelle  
Claude; Jeff Brown; James Langridge; Waters 
Corporation. MS Technologies Centre, Manchester, UK 
MPM 200 De novo Sequence Analysis by o-MALDI-TOF MS/MS 
– Enhanced Utility by Chemically Assisted 
Fragmentation; Pamela K. Cochran; Diana Y. Liu; 
Viswanatham  Katta; Genentech Inc., South San Francisco, 
CA 
MPM 201 Imaging of Compound Distributions in Biological 
Tissue Sections by MALDI MSI; Markus Stoeckli; Dieter 
Staab; Novartis Institutes for BioMedical Research, Basel, 
Switzerland 
MPM 202 Rapid Characterization of Small Molecules using MS^n 
on a MALDI-QIT-TOF-MS; Paul Murray; Rachel L 
Martin; Shimadzu Biotech, Manchester, UK 
MPM 203 Development of High-throughput LC-MALDI MS/MS 
Method Using Stable Isotope-labeled Peptides for 
Biomarker Identification and Quantification; Sheng 
Pan1; Hui Zhang1; John Rush2; Jimmy Eng1; Michael J. 
Comb2; Ruedi H. Aebersold1; 1Institute for Systems 
Biology, Seattle, WA; 2Cell Signaling Technology, Inc., 
Beverly, MA 
MPM 204 Comparison of MALDI Tandem Mass Spectrometers, 
Part 2: Modified Peptides and Oligonucleotides; Nicolai 
Holst Bache; Ole  Hoerning; Shabaz Mohammed; Per 
Hagglund; Martin R Larsen; Finn  Kirpekar; Søren S 
Jensen; Ole N Jensen; Peter Roepstorff; Department of 
Biochemistry and Molecular Biology, Odense, Denmark 
MPM 205 Ion-Electron Reactions With High Pressure MALDI 
FTMS; Bogdan A. Budnik; Vera B. Ivleva; Catherine E. 
Costello; Peter B. O'Connor; Boston University School of 
Medicine, Boston, MA 
MPM 206 Optimization of MALDI TOF-TOF Mass Spectrometer 
for Intact Protein Analysis; Zhaoyang Liu; Kevin L. 
Schey; Medical University of South Carolina, Charleston, 
SC 
MPM 207 Comparison of MALDI Tandem Mass Spectrometers, 
Part 1; Ole Hoerning; Nicolai H Bache; Shabaz 
Mohammed; Per Hagglund; Martin R Larsen; Peter  
Roepstorff; Ole N Jensen; Department of Biochemistry and 
Molecular Biology, Odense, Denmark 
METABOLISM STUDIES:  IONIZATION & CHEMISTRY 
MPN 208 Examining Ion Suppression in Quantitative MALDI: 
Effects of Biological Matrices in the Analysis of Drug 
Molecules; Thomas Schmitz; Panos Hatsis; Dietrich A. 
Volmer; Institute for Marine Biosciences, Halifax, Canada 
MPN 209 Chiral Analysis of Albuterol in Dog Plasma Using On-
Line Sample Extraction - Polar Organic Chiral 
LC/MS/MS Detection; Steven T Wu; Jinsong Xing; Atsu 
Apedo; David Wang-Iverson; Timothy Olah; Adrienne 
Tymiak; Ning Zhao; Bristol Myers Squibb, Princeton, NJ 
MPN 210 LC-MS/MS Analysis of Oral Drugs in Posterior Ocular 
Tissues; Mary S. Ghebrial; Lisa Borbridge; Diane Tang-
Liu; Andrew Acheampong; Allergan Inc, Irvine, CA 
MPN 211 Matrix Effects in Electrospray Ionization: 
Characterization of Plasma Phospholipids as 
Suppressors/enhancers of Ionization Efficiency; Martin 
Ahnoff; Helena  Hagelin; AstraZeneca R&D, Mölndal, 
Sweden 
MPN 212 A Systematic Investigation of Sample Carry-Over 
Effects in the LC-MS/MS Analysis of the Opiodes 
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Fentanyl, Norfentanyl,  and Loperamide; John C. 
Hodgin; Megan Thurmond; Alcott Chromatography, Inc., 
Norcross, GA 
MPN 213 Strategies to Address Potential Pitfalls in the LC-
MS/MS Support of In-vitro Drug-drug Interaction 
Assessment; Wilson Z Shou; Lisa Magis; Naidong Weng; 
Matthew S Bryant; Covance Laboratories, Madison, WI 
MPN 214 Use of Mixed Matrices for LC-MS-MS Analysis of 
BCH, a System L Transporter Inhibitor in Rat Plasma, 
Brain, and csf; Lisa  Buchholz; Sarah Osgood; Lucinda 
Cohen; Ayman El-Kattan; Felicia  Kpakima; Madhu  
Cherukury; Pfizer Global Research & Development, Ann 
Arbor, MI 
MPN 215 1.0 mm i.d. Columns Packed with 1.7 µm Particles 
Improve LC/ESI-MS Limits of Detection; Eric S 
Grumbach; Diane M Diehl; Jeffrey R Mazzeo; Waters, 
Milford, MA 
MPN 216 Sensitivity and Matrix Effect of APPI in Comparison 
with ESI and APCI; Ying-He Li; Austin C. Li; Wilson Z. 
Shou; Dunmin Mao; Mike Larson; Shaolian Zhou; 
Xiangyu Jiang; Naidong Weng; Covance Laboratories, 
Inc., Madison, WI 
MPN 217 A Source of Imprecision Resulting from Ionization 
Suppression From Strongly Retained Phospholipids 
and Dioctyl Phthalate; Min Meng; Patrick Bennett; 
Tandem Labs, Salt Lake City, UT 
MPN 218 Detection of an Interference Ion at m/z 531 from 
Polypropylene Tubes in Qualitative and Quantitative 
LC-MS Bioanalysis; Shefali Patel; Ray Bakhtiar; Yuan-
Qing Xia; Merck & Co., Inc., Rahway, NJ 
MPN 219 Protein Precipitation Plates for Quantitative 
LC/MS/MS Analysis:  An Investigation of Matrix 
Suppression Effects; Xiao Ding; Jennifer  Bleecker; Helen 
Luo; Mark  Castles; Patrick J.  Rudewicz; Boehringer 
Ingelheim Pharmaceuticals, Inc., Ridgefield, CT 
MPN 220 Application of API MALDI MS/MS for Quantification 
of LSD in Urine; Meng Cui; Margaret A.  McCooeye; 
Catharine  Fraser; Zoltan  Mester; National Research 
Council of Canada, Ottawa, ON, Canada 
MPN 221 High-flow Online Extraction Coupled with Hydrophilic 
Interaction Chromatograph - Tandem Mass 
Spectrometry (HILIC-MS/MS) for Bioanalysis of Polar 
Compounds; Wilson Z Shou1; Dennis Alton1; Naidong 
Weng1; Matthew S Bryant1; Murray A Fryman2; 1Covance 
Laboratories, Madison, WI; 2Waters, Milford, MA 
MPN 222 Quantitative Analysis of Pharmaceutical Drugs Using 
HPLC and Offline MALDI Mass Spectrometry; Panos 
Hatsis; Dietrich A. Volmer; Institute for Marine 
Biosciences, Halifax, Canada 
MPN 223 Matrix Effect in Quantitation of Pseudoephedrine and 
Brompheniramine in Human Plasma with LC/MS/MS; 
Yansheng Liu; Guanghua Xie; ChenYu Chung; Lisa J. 
Hiller; ChauHwei Fu; Gary E. Clapp; AAI Development 
Services, Shawnee, KS 
MPN 224 Evaluation of Ion Pair Reagents for the LC-MS 
Analysis of Polar Compounds; Sid Bhoopathy1; Songmei 
Gao2; Zong-Ping Zhang1; Rand Jenkins2; Scott Wright1; 
Thomas H. Karnes2; 1PPDI Development, Richmond, VA; 
2VCU, Richmond, VA 
MPN 225 Investigation of Matrix Effect on Quantitative Analysis 
of Medroxyprogesterone Acetate in Human Plasma 
Using High Sensitivity LC-MS/MS Method; Ernest YK 
Wong; Chrysantha Xavier; Nicola  Hughes; Biovail 
Contract Research, Toronto, Ontario, Canada 
MPN 226 Signal Suppression/Enhancement in HPLC-ESI-
MS/MS from Concomitant Medications; Rachael 
Leverence2; Mike Avery1; John Lawrence1; Honggang Bi1; 
Olga Kavetskaia1; Arkady Gusev1; 1Pfizer Inc, Groton, CT; 
2University of Massachusetts, Amherst, MA 
MPN 227 LC/MS/MS Quantitation of Compound A and its 
Metabolite in Rat and Mouse Plasma using the Oasis 
HLB µelution SPE Plate; Nastry Brignol; Jingli Liu; Jade 
Tian; Gerry C. Choc; Aventis Pharmaceuticals, 
Bridgewater, NJ 
MPN 228 Ion Exchange Chromatography Using an Acetic Acid 
Gradient for the Simultaneous LC/MS/MS Analysis of 
two Zwitterionic Analytes; Kirk D. Knotts; Mike C. 
Spence; Cheryl S. Mattingly; Kenneth J. Ruterbories; Lilly 
Research Laboratories, Eli Lilly and Company, 
Indianapolis, IN 
MPN 229 Controlling Matrix Suppression for MALDI Analysis of 
Small Molecule Metabolites; Michael Donegan; Steven 
Hattan; Hari Nair; Peter Juhasz; Andrew Tomlinson; 
Steven Martin; Applied Biosystems, Framingham, MA 
METABOLISM STUDIES:  VALIDATION 
MPO 230 A Validated Analytical Method Using Liquid 
Chromotography–Tandem Mass Spectrometry For 
Quantifying Endogenous Myo-Inositol in Rat Brain 
Tissue; Ashley F. Brant1; Erick Kindt1; Gabriella Szekely-
Klepser1; Yin Shum1; Lori Badura2; Peter Snyder2; Scott 
Fountain1; 1Pfizer Global R&D Ann Arbor Labs, Ann 
Arbor, MI; 2Pfizer Global R&D Groton Labs, Groton, CT 
MPO 231 Development of an LC-MS Method for the 
Determination of Guaifenesin in Plasma to Support 
Bioequivalence Studies in Humans; Jinlin Shen; 
Chrysantha Xavier; Nicola Hughes; Biovail Contract 
Research, Toronto, ON, Canada 
MPO 232 Development and Validation of an Assay for Isoniazid 
and Acetylisoniazid in Rat Plasma and Alveolar 
Macrophages by LC/MS/MS; Huiyu Zhou; Yan Ling 
Zhang; David J. Claffey; Brooks M. Hybertson; Ka-yun 
Ng; Uwe  Christians; University of Colorado Health 
Sciences Center, Denver, CO 
MPO 233 Quantitation of Unbound Testosterone in Human 
Serum Ultrafiltrate via HPLC with MS/MS Detection; 
James A. Creegan; Bruce J. Hidy; Rand Jenkins; Scott 
Wright; PPD Development, Richmond, VA 
MPO 234 Challenges During the Development of a Bioanalytical 
Method for Bicyclam Derivatives by LC-MS/MS; Jun 
Shen; Xue Ge; Cynthia Sun; Ying Cheng; Taegen Clary; 
Babu Subramanyam; Jih-Lie Tseng; Berlex Biosciences, 
Richmond, CA 
MPO 235 In Vitro and In Vivo Metabolic Profiling of Drug 
Candidates by LC/MS/MS; Walter Z. Yu; Liang Liu; 
Yuqin Dai; Chris Havel; Jill Wait; Yun Ling; Renee 
Coleman; Robert Draper; Lisa Bashnick; Karen Thomsen; 
Doris Graupe; Joyce Mordenti; Celera, South San 
Francisco, CA 
MPO 236 Pharmacokinetic Analysis of Isoflavones in Blood and 
Interstitial Fluids using a Microscale Mass 
Spectrometry Method; Chao-Cheng Wang; Stephen 
Barnes; University of Alabama at Birmingham, 
Birmingham, AL 
MPO 237 A Highly Sensitive Direct Injection High-Throughput 
Liquid Chromatography/Tandem Mass Spectrometry 
Method (HTLC/LC-MS/MS) for the Determination of 
Compound I in Dialysate; Wei Zeng; Alison L. Fisher; 
Donald G. Musson; Amy Qiu Wang; Merck & Co. Inc., 
West point, PA 
MPO 238 A Sensitive LC/MS/MS Method for Quantitation of 
(R,R)/(S,S)- and (R,S)/(S,R)-Formoterol in Human 
Plasma and Urine; Dawei  Zhou1; Guanchun Zhou1; Mei 
Hu1; Joseph Caruso1; Laura Potenza1; Roger S. H. Hsu2; 
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Yong-Xi  Li1; 1XenoBiotic Labolatories, Inc., Plainsboro, 
NJ; 2Sepracor, Marlborough, MA 
MPO 239 Pre-Validation of an Analysis of Underivatized 
Aminoacids by HPLC-ELSD, Correlation with MS 
Datas; Rodolphe Pennanec1; Konstantinos Petritis3; Claire 
Elfakir2; Michel Dreux1; 1Sedere, Alfortville, 94 France; 
2ICOA, Orleans, 45 France; 3PNL, Richland, WA 
MPO 240 Bioanalytical LC-MS/MS Method Validation - Is Your 
Validated Method Good Enough for Sample Analysis; 
Mark K Leahy; Laurie Felder; Kathy  Goytowski; Wilson 
Shou; Naidong Weng; Covance Laboratories Inc., 
Madison, WI 
MPO 241 Validation of a Method for the Determination of 
Enalapril/Enalaprilat in Human Plasma Using HPLC 
with Tandem Mass Spectrometric Detection; Gilles  
Vaudrin; Malika Madi; Troy  Bradley; Marc Lefebvre; 
Algorithme Pharma Inc., Laval, Qc, Canada 
MPO 242 Online Extraction-LC-MS/MS Method for the Analysis 
of C6-Ceramide in Plasma; Dale A Raines1; Yousef J 
Basir1; Richard Sukovaty1; Patrick Lin1; Linda Karavodin2; 
1MDS Pharma Services, Lincoln, NE; 2Happy Valley 
Medical, San Diego, CA 
MPO 243 An Automated LC-MS/MS Method for 
Pharmacokinetic Screening; Ron Kong; Dahai Dong; 
Kimloan Nguyen; Synaptic Pharmaceutical Corporation. 
A Lundbeck Co, Paramus, NJ 
MPO 244 Validation of a Rapid LC-MS/MS Method for the 
Determination of Cortisone and Cortisol in Various 
Matrices; Kenneth D.W. Roth; Stefan J. Thibodeaux; Wu-
Kuang  Yeh; Jeffrey L. Dage; Eli Lilly and Company, 
Indianapolis, IN 
MPO 245 Quantitation of Moxifloxacin in Human Plasma via 
HPLC with MS/MS Detection; James Waltrip; Bruce J. 
Hidy; Zong-Ping Zhang; Rand Jenkins; Scott Wright; PPD 
Development, Richmond, VA 
MPO 246 Application of Bioanalytical Method Validation for 
Trace Analysis of Tetracycline in Bulk Drug Substance 
using Alternative MRM/SRM Approach; Mandana 
Keykhosravani; Lei Yu; Jeffrey Patrick; Eli Lilly and 
Company, Indianapolis, IN 
MPO 247 Validation of a Method for the Determination of 
Rofecoxib in Human Plasma Using Hplc With Tandem 
Mass Spectrometric Detection; Marie-Pierre Taillon; 
Malika  Madi; Troy Bradley; Marc Lefevbre; Annik 
Bergeron; Algorithme Pharma Inc., Laval, Qc,Canada 
NEUROPEPTIDES 
MPP 248 Neuropeptide Processing in the Rat Striatum: In Vivo 
Microdialysis and In Vitro Slice Preparations; Brian 
Reed; B. Elizabeth Oosterhuis; Mary Jeanne Kreek; Brian 
T. Chait; The Rockefeller University, New York, NY 
MPP 249 LC/MS Method Development for the Characterization 
of Biomolecules in Rat Amniotic Fluid; William L. 
Wood; Alexis C. Thompson; Mark B. Kristal; Troy D. 
Wood; State University of New York at Buffalo, Buffalo, 
NY 
MPP 250 Interaction of Transition Metal Ions with Amyloid β 
Protein Pre-aggregates; Cesar A. Marquez; Robert R. 
Hudgins; York University, Toronto, ON, Canada 
MPP 251 LC/MS, MS-MS Analysis of Substance P Degradation 
Within a Complex Assay Buffer; Luca Rovatti; Hubert 
Astner; Filippo Andreetta; Cristiana Griffante; 
GlaxoSmithKline Medicines Research Centre, Verona, 
Italy 
MPP 252 Discovery of Novel Endogenous Neuropeptides Using 
Linear Trap FT-ICR MSMS; Karl Skold1; Marcus 
Svensson1; Dirk Chelius2; Per Svenningsson3; Per E. 
Andren1; 1Lab for biological and medical mass 
spectrometry, Uppsala, Sweden; 2Thermo Electron, San 
Jose, CA; 3Karolinska Institute, Stockholm, Sweden 
MPP 253 Direct Tissue Analysis of Neuroendocrine Organs of 
Cancer borealis and Cancer Productus by MALDI-
FTMS Using In Cell Accumulation; Kimberly K Kutz; 
Joshua J Schmidt; Lingjun  Li; University of Wisconsin, 
Madison, WI 
MPP 254 Global Analysis of Neuropeptides Using 
Multidimensional MS Approaches; Lingjun Li; Yun 
Wang; Qiang Fu; Kimberly Kutz; Joshua Schmidt; 
University of Wisconsin, Madison, WI 
MPP 255 Display of Active Neuropeptides from Hypothalamic 
Tissue of Rats Using Liquid Chromatography and 
Mass-Spectrometry Based Peptidomics Technology; 
Thomas Moehring; Imke Schulte; Ruediger Hess; Horst 
Rose; Petra Budde ; BioVisioN AG, Hannover, Germany 
MPP 256 Analysis of Peptides in Microdialysis Samples Obtained 
from Rat Brain Striatum; Kshitij A. Patkar; Sergi  Ferre; 
Amina Woods; NIDA-IRP, NIH, Balimore, MD 
MPP 257 Comparison of Beta-amyloid Peptides From Brains of 
Aged Macaques and Humans by Immunoprecipitation-
MALDI-TOF; Pattie S. Green; Jaeman Byun; Jake J. 
Kulstad; James Leverenz; Suzanne Craft; Jay W. 
Heinecke; University of Washington, Seattle, WA 
MPP 258 Microfluidic CD Sample Preparation and Automatic 
MALDI-MS Analysis for Investigating the in vivo 
Dynorphin A(1-17) Biotransformation in Eat Atriatum; 
Rebecka Klintenberg1; Magnus Gustavsson2; Bo Ek2; Per E 
Andren1; 1Uppsala University, Uppsala, Sweden; 2Gyros 
AB, Uppsala, Sweden 
MPP 259 Neuropeptide Profiling of a Single Quail (Coturnix 
coturnix japonica) Median Eminence; Stefan Clerens; 
Geert Baggerman; Babs Van de Plas; Lutgarde Arckens; 
K.U.Leuven, Leuven, Belgium 
NUCLEIC ACIDS 
MPQ 260 Liquid Chromatography Analysis of Nucleosides and 
Nucleotides Using Porous Graphic Carbon Stationary 
Phase Coupled with Electrospray Mass Spectrometry; 
Jinsong Xing; Atsu Apedo; Adrienne Tymiak; Ning Zhao; 
Bristol-Myers Squibb Company, Princeton, NJ 
MPQ 261 Modification of Isolated DNA and RNA Nucleotides 
upon Electron Attachment: Hydrogen Loss from 
Nucleobase Nitrogens; Bo Liu; Preben Hvelplund; Steen 
Brøndsted  Nielsen; Shigeo Tomita; University of Aarhus, 
Aarhus, Denmark 
MPQ 262 A Novel Deoxynucleotide Derivatization Methodology 
for Improving LC-ESI-MS Detection; Wennan Xiong; 
Jimmy Flarakos; James Glick; Paul Vouros; Northeastern 
University, Boston, MA 
MPQ 263 Kinetic Study of Single and Double Deaminations of 5-
methylated Cytosine-containing Pyrimidine Dimers in 
Oligodeoxynucleotides; Bich T. N. Vu1; Yinsheng Wang2; 
Vairamani  Mariappanadar3; Daryl Giblin1; John-Stephen 
A. Taylor1; Michael L. Gross1; 1Washington University in 
St. Louis, St. Louis, Missouri; 2University of California, 
Riverside, CA; 3Indian Institute of Chemical Technology, 
Hyderabad, India 
MPQ 264 Quantification of Urinary Excretion of 1,N6-
Ethenoadenine in Human by Stable Isotope Dilution 
Liquid Chromatography/Electrospray Ionization-
Tandem Mass Spectrometry; Hauh-Jyun Candy Chen; 
Chia-Ming Chang; National Chung Cheng University, 
Ming-Hsiung, Chia-Yi, Taiwan 
MPQ 265 Electrospray Mass Spectrometry as a Complementary 
Technique to 32P-Postlabeling in DNA Adduct Analysis; 
Elaine Ricicki1; Paul Vouros1; Ramesh Gupta2; Manicka 
Vadhanam2; 1Barnett Institute - Northeastern University, 
32S 52nd ASMS Conference on Mass Spectrometry 
Boston, MA; 2University of Louisville - School of Medicine, 
Louisville, KY 
MPQ 266 TAR RNA-Argininamide Binding in the Gas Phase; 
Min Soo Kim Choi; Robert R. Hudgins; York University, 
Toronto, ON, Canada 
MPQ 267 Theoretical and Experimental Gas Phase Hydration 
Energies of Anions of AGCUT: Comparison with 
Photoelectron Spectra; Edward C.M. Chen; Edward S. 
Chen; University of Houston, Houston, TX 
MPQ 268 Peptide Nucleic Acid Characterization by Electrospray 
FT-ICR Mass Spectrometry; Xuemei Han; Heather 
Morrison; Muris Kobaslija; D. Tyler  McQuade; Fred W.  
McLafferty; Cornell University, Ithaca, NY 
MPQ 269 Development of Hetero-bifunctional Crosslinkers for 
Structural Investigation of Protein-Nucleic Acids 
Complexes; Qingrong Zhang; Daniele Fabris; University 
of Maryland Baltimore County, Baltimore, MD 
MPQ 270 Towards Affinity Purification and Mass Spectrometric 
Analysis of Pseudouridines in RNA; Anita Durairaj; 
Patrick A. Limbach; University of Cincinnati, Cincinnati, 
OH 
MPQ 271 Top-Down Sequencing of Nucleic Acids by FIA and 
LC-ESI-FT-ICR Mass Spectrometry; Angelito I. 
Nepomuceno; Adam M. Hawkridge; Rudi Chiarito; 
Christopher J. Mason; David C. Muddiman; Mayo Clinic 
College of Medicine, Rochester, MN 
MPQ 272 Determination of Sites of DNA Interstrand Cross-Link 
by using SORI-CAD; Qingchun Zhang; Yuesong Wang; 
Yinsheng Wang; University of California, Riverside, CA 
MPQ 273 Identification of Single Nucleotide Polymorphisms and 
Point Mutations Using Hybridisation Probes; Rachel J 
Ball1; G John Langley1; Tom Brown1; Peter Massey2; 
1University of Southampton, Southampton, UK; 2Syngenta, 
Bracknell, UK 
MPQ 274 Characterization of Adduct Formation between 
Aroplatin and DNA using Microdialysis and Mass 
Spectrometry; Chuanliang Liu; Nigel Ewing; Krzysztof 
Dziewiszek; Melissa DeFilippo; Gui Liu; Antigenics, Inc., 
Lexington, MA 
MPQ 275 Characterisation of Nucleosides by Ion Trap MSn; 
Soeren S. Jensen; Finn Kirpekar; University of Southern 
Denmark, Odense, Denmark 
MPQ 276 Modification Mapping, Sequencing and Quantitation of 
Nucleic Acids; Zhaojing Meng; Mahmud Hossain; Patrick 
A. Limbach; University of Cincinnati, Cincinnati, OH 
MPQ 277 AP MALDI-FTMS of Native and Chemically Modified 
RNA; Katherine A. Kellersberger; Eizadora Yu; Jeff 
Domsic; Daniele Fabris; University of Maryland, 
Baltimore County, Baltimore, MD 
MPQ 278 Acidity and Proton Affinity of the Pyrimidine-Based 
Nucleobases: Thymine and Cytosine; Yunlin Fu; Seema 
Shama; Jeehiun K. Lee; Rutgers University, New 
Brunswick, NJ 
MPQ 279 The Gas-Phase Structure of the G-Quadruplex of the 
Thrombin-Binding Aptamer and Potassium Cations:  A 
Tandem MS Investigation; J. Micah Wilcox; Michael L. 
Gross; Washington University, Saint Louis, MO 
MPQ 280 Electron Autodetachment and Fluorescence 
Measurements of Trapped Oligonucleotides; Allison S 
Danell; Joel H Parks; Rowland Institute at Harvard, 
Cambridge, MA 
NON-COVALENT INTERACTIONS:  NATIVE ESI 
MPR 281 Rapid Analysis of Protein-Ligand Complexes Using In-
Line Gel Filtration; Jon D. Williams1; Gregory M. Waitt1; 
Wendy L. White1; Shawn P.  Williams1; Robert T. 
Gampe1; Bruce  Wisely1; Michael  Flanagan2; 
1GlaxoSmithKline, RTP, NC; 2Agilent Technologies, Santa 
Clara, CA 
MPR 282 Mixing and Matching Cationizing Agents and Peptides 
via Ion/Ion Reactions in an Ion Trap; Kelly A. Newton; 
Ravi Amunugama; Scott A. McLuckey; Purdue University, 
West Lafayette, IN 
MPR 283 Tertiary and Quaternary Structural Characterization 
of Sialic Acid Synthase by MALDI-TOF and ESI mass 
spectrometry; Sing-Hung  Huang1; Hsin-Kai Liao1; Yi-
Xuan  Liu1; Tzann-Shun  Hwang2; Chun-Hung  Lin2; Yu-
Ju Chen1; 1Institute of Chemistry, Academia sinica, Taipei, 
Taiwan, R.O.C.; 2Institute of Biological Chemistry, 
Academia sinica, Taipei, Taiwan, R.O.C. 
MPR 284 Creatine Kinase Non-Covalent Interactions with 
Various Ligands Studied by FT-ICR Mass 
Spectrometry; Thorsten Daubenfeld; Guillaume van der 
Rest; Anne-Pascale Bouin; Jean-Pierre Le Caër; Ecole 
Polytechnique, Palaiseau, France 
MPR 285 Does Guanidinium-Phosphate Interaction Play a Role 
in Protein-Protein Communications; Amina S. Woods 
NIDA IRP, NIH, Baltimore, MD 
MPR 286 Characterization of Noncovalent Protein Complexes by 
LC and Multidimensional LC Coupled with Online 
ESI-TOF MS Detection; Asish Chakraborty; Steven A. 
Cohen; Scott J. Berger; Waters Life Sciences R&D, 
Milford, MA 
MPR 287 Dissociation of α-Lactalbumin Homodimers With and 
Without Disulfide Bonds Formed Via Ion/Ion Reactions 
in the Gas Phase; Paul A Chrisman; Scott A Mcluckey; 
Purdue University, West Lafayette, IN 
MPR 288 Identification and Characterization of Optimal 
Inhibitors and Noncovalent Interaction with Enzyme 
Using Mass Spectrometry; Yet-Ran Chen1; Guo-Hsing 
Tseng1; Chun-Hung Lin2; Yu-Ju Chen1; 1Institute of 
Chemistry, Academia Sinica, Taipei, Taiwan, R.O.C.; 
2Institute of Biological Chemistry, Academia Sinica, 
Taipei, Taiwan, R.O.C. 
MPR 289 Ligand-Protein Dissociation Constants Determined by 
ESI-MS-based Diffusion Measurements; Sonya M. 
Clark; Lars Konermann; The University of Western 
Ontario, London, ON, Canada 
MPR 290 Comparison of Gas Phase and Solution Phase Protein 
Complexes by Mass Spectrometry and Gas Phase 
Electrophoretic Mobility Analysis; Beniam Berhane; 
Catherine F. Silverio; Marcin Apostol; Yongming Xie; 
Joseph A. Loo; Dept of Chem and Biochem, Univ of 
California, Los Angeles, CA 
MPR 291 Investigating the Interactions of Zn2+, Cu2+, and Ni2+ 
with Histatin 5 using Dynamic Nanospray and MSn in 
an Ion Trap; Galina Kazanina; Lambert C. Ngoka; 
Virginia Commonwealth University, Richmond, VA 
MPR 292 Use of the Potentiality of Mass Spectrometry for 
Ligand Screening; Guillaume Chevreux1; Noëlle Potier1; 
Michel Robin2; Patrick Mailliet2; Chantal Carrez2; Alain 
Van Dorsselaer1; 1LSMBO, Strasbourg, France; 2aventis 
Pharma, Paris, France 
MPR 293 Study of Non-convalent Complexes Involving DNA and 
PNA Strands: Role of Proton Affinity and Gas Phase 
Basicity; Alice Delvolvé; Carlos Afonso; Sakina 
Mezzache; Françoise Fournier; Fabienne Burlina; Jean-
Claude Tabet; UMR7613, Paris, France 
MPR 294 Formation, Structure and Stability of Nonspecific 
Protein-Ligand Complexes; Weijie Wang; Elena N. 
Kitova; John S. Klassen; University of Alberta, Edmonton, 
AB, Canada 
MPR 295 Specificity in Adduct Formation by Anionic Species for 
Arginine and Arginine Derivatives in Electrospray 
52nd ASMS Conference on Mass Spectrometry 33S 
Ionization Mass Spectrometry; Kevin A Schug; 
Wolfgang Lindner; University of Vienna, Vienna, Austria 
MPR 296 ESI FTMS Investigation of a Protein-RNA Noncovalent 
Complex in the HIV-1 Packaging Signal; Nathan A. 
Hagan; Daniele Fabris; University of Maryland Baltimore 
County, Baltimore, MD 
MPR 297 Investigation of Lipid-Peptide Noncovalent Interactions 
by Nanoelectrospray FT-ICR: Contrasting Behaviors of 
Hydrophilic and Hydrophobic Fusion Peptides; Yan 
Li1; Frederic Heitz2; Christian Le Grimellec3; Richard B. 
Cole1; 1Univ. of New Orleans, New Orleans, LA; 2CRBM, 
CNRS-UPR, Montpellier, France; 3CBS, INSERM-U414, 
IURC, Montpellier, France 
MPR 298 Solid-phase Affinity Capture Mass Spectrometry for 
the Study of Non-covalent Interactions: Binding of 
Minor Groove Binding Drugs to Duplex DNA; Gitta 
Schlosser2; Karoly Vekey2; Antonio Malorni1; Gabriella 
Pocsfalvi1; 1Institute of Food Science and Technology, 
Avellino, Italy; 2Chemical Research Center, Budapest, 
Hungary 
MPR 299 Insight into the Effect of Substrate  on the Gas 
Behavior of E. coli KDO8P Synthase; Zhili Li; Apurba K 
Sau; Karen S Anderson; Yale University School of 
Medicine, New Haven, CT 
MPR 300 Investigation of Drug/G-Quadruplex DNA Interactions 
by ESI Tandem Mass Spectrometry; Carolyn L. 
Mazzitelli; Sean M. Kerwin; Jennifer S. Brodbelt; 
University of Texas, Austin, TX 
MPR 301 Probing Bacteria SRP•SR Complex Interface Using 
Chemical Cross-linking and Mass Spectrometry; Feixia 
Chu; Shu-ou Shan; Pascal Egea; Demetri Moustakas; Peter 
Walter; Robert Stroud; Alma L. Burlingame; University of 
California, San Francisco, CA 
MPR 302 Evaluation of the Effects of Experimental Parameters 
on Detection of Non-covalent Interactions Using 
Electrospray Mass Spectrometry; Janel R. Beckley; 
Shane E. Tichy; David H.  Russell; Texas A & M 
University, College Station, TX 
MPR 303 Electrospray Ionization of Nucleic Acid Aptamer/Small 
Molecule Complexes for Screening Aptamer Selectivity; 
Karin M Keller; Megan M Breeden; Andrew D Ellington; 
Jennifer S Brodbelt; The University of Texas at Austin, 
Austin, TX 
MPR 304 Understanding a Millenium of Hemoglobin Evolution: 
Correlating Conformation with Binding; Wendell P 
Griffith; Igor A Kaltashov; University of Massachusetts, 
Amherst, MA 
MPR 305 Investigations of Novel Zinc Binding Beta–peptides 
with Mass Spectrometry: Information on  
Stoichiometry and Metal Binding Affinity; Arno 
Wortmann; Francesco Rossi; Gerald Lelais; Renato 
Zenobi; ETH Zürich (Swiss Federal Institute of 
Technology), Zurich, ZH, Switzerland 
MPR 306 Applications of GPC Spin Column/ESI-MS for 
Identifying Non-Covalent Inhibitors; Marshall M. 
Siegel12; Yuren Yang12; Bender Corey12; Gilbert Adam12; 
Young Kathleen12; 1Wyeth Research, Pearl River, NY; 
2Wyeth Research, Princeton, NJ 
PROTEINS:  GENERAL 
MPS 307 Open-Access Mass Spectrometry Utilizing Advanced 
"Protein Search" Processing Integrated with a Multi-
Site Protein Analysis LIMS; Craig D. Wagner; John T. 
Hall; Karen A. Hoffman; Wendy L. White; Jon D. 
Willaims; GlaxoSmithKline, Inc., Research Triangle Park, 
NC 
MPS 308 Accurate Mass of Intact Proteins Determined by ESI-
TOFMS Coupled to Capillary Zone Electrophoresis; 
Christian Neusuess1; Matthias Pelzing1; Uwe Demelbauer1; 
Oliver Raether2; 1Bruker Daltonik,  Leipzig, Germany; 
2Bruker Daltonik GmbH,  Bremen, Germany 
MPS 309 Photo Oxidation of Proteins in Biologically Relevant 
Buffers; David M. Hambly; Michael L. Gross; Washington 
University, St. Louis, MO 
MPS 310 Determination of the Binding Constants of Calbindin 
D28k to Calcium Ions Using the PLIMSTEX 
Technique; Sandra A. Kerfoot1; Don Rempel1; Rajiv 
Kumar2; Michael L. Gross1; 1Washington University in St. 
Louis, St. Louis, MO; 2Mayo Clinic, Rochester, MN 
MPS 311 Open Access Protein and Peptide Identification via 
Electrospray Mass Spectrometry using an ion trap 
system; Dennis G. Nagtalon1; Gargi Choudhary1; Jim 
Edwards1; Mark E. Hail2; 1Thermo Electron, San Jose, CA; 
2Novatia, Princeton, NJ 
MPS 312 Using Hydrogen/Deuterium Exchange-MS to Study 
Pectin Degrading Enzymes and their Inhibitors; 
Tasneem M. Bahrainwala; Kumar Kolli; Carl Bergmann; 
Ron Orlando; Complex Carbohydrate Research Center, 
Athens, GA 
MPS 313 Investigating Products of Gas-Phase Ion/Ion Reactions 
Between Metal Ions and Protein Ions in a Quadrupole 
Ion Trap; Brittany D.M. Hodges; Kelly A. Newton; Scott 
A. McLuckey; Purdue University, West Lafayette, IN 
MPS 314 Signature Sets, Minimal Fragment Sets for Identifying 
Protein Disulfide Structures with Cyanylation-Based 
Mass Mapping Methodology; Wei Wu; Wei Huang; 
Jianfeng Qi; Yi-Te Chou; Eric K. Torng; J. Throck 
Watson; Michigan State University, East Lansing, MI 
MPS 315 Mass Spectrometry on H/D Exchange of Ligand-
Complexes of E.coli Dihydrofolate Reductase; Tatsuya 
Yamamoto; Miyuki Inno; Shunsuke Izumi; Kunihiko 
Gekko; Hiroshima University, Higashi-Hiroshima, Japan 
MPS 316 Antibody Isolation and Quantitation Using a Novel 96-
Well Immunoaffinity Membrane; Emily E. Mann; 
Miryam Kadkhodayan; Genentech, Inc., South San 
Francisco, CA 
MPS 317 alpha-Actinin and H/D Exchange: Structural 
Reasoning Behind in vivo Observations; Stephen J. Full; 
CoreyAyne  Singleton; Thuan C. Tran; Xuguang Yan; Max 
L. Deinzer; Jeffrey A. Greenwood; Oregon State 
University, Corvallis, OR 
MPS 318 Using Amide Hydrogen Exchange Rates from MALDI-
TOF Mass Spectrometry to Assist in the Assignment of 
Protein NMR Resonances; Lianmei Feng; James 
Prestegard; Ron Orlando; CCRC University of Georgia, 
Athens, GA 
MPS 319 Negative Ion Mode LC MS/MS: A Potential High 
Throughput Method for Determining Disulfide 
Linkages on Proteins; Claire J Bramwell; Galahad U 
Deperalta; Marian L Eng; Long K Truong; Victor T Ling; 
Genentech, South San Francisco, CA 
MPS 320 ISD-MALDI for Top-Down Sequence Analysis of 
Recombinant Proteins; Claus Spitzfaden1; Anja 
Reseman2; Neil Freeman1; Detlev Suckau2; Klaus 
Schneider1; 1GlaxoSmithKline, Harlow, UK; 2Bruker 
Daltonics, Bremen, Germany 
MPS 321 Determination of Site-specific Amide D/H Exchange 
Rates of Melittin by Electron Capture Dissociation FT-
ICR Mass Spectrometry; Hye Kyong Kweon; Kristina 
Hakansson; University of Michigan, Ann Arbor, MI 
MPS 322 Ozonation of Peptides and Proteins; Julie A. Lloyd; 
Murray V. Johnston; University of Delaware, Newark, DE 
MPS 323 Cytokine IL17AF - Discovery of a Novel Disulfide-
Linked Heterodimer Using Mass Spectrometry; Lilian  
Phu; James  Lee; Phil  Hass; Austin Gurney; David Arnott; 
Genentech, Inc, South San Francisco, CA 
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MPS 324 H/D Exchange Analysis of Human Bile Acid CoA: 
Amino Acid N-acyltransferase; Erin M Shonsey; Marion 
Kirk; Mindan Sfakianos; Stephen Barnes; University of 
Alabama at Birmingham, Birmingham, AL 
MPS 325 Charge State Distributions of Protein Ions Can Be Used 
to Calculate Their Surface Areas in Solution; Anirban 
Mohimen; Igor A. Kaltashov; University of Massachusetts, 
Amherst, MA 
MPS 326 Disulfide Bond Assignment in Cetuximab by 
LC/MS/MS and N-terminal Sequence Analysis; Yuemei 
Ma; Li Yang; Roza Wojcik; David Chen; Babita Saxena; 
Paul Kussie; Ann Daus; S. Joseph Tarnowski; Qinwei 
Zhou; ImClone Systems Incorporated, Somerville, NJ 
PROTEINS:  MEMBRANE 
MPT 327 Mass Spectrometric Analysis of the Glycosylation and 
Phosphorylation of Lens Membrane Protein MP20; 
Lisa A. Ervin; Lauren E. Ball; Rosalie K. Crouch; Donna 
L. Garland; Kevin L. Schey; Medical University of South 
Carolina, Charleston, SC 
MPT 328 Proteomic Approaches for the Characterization of 
Mitochondrial Outer Membrane Proteins; Anne M. 
Distler1; Janos Kerner1; Scott M. Peterman2; Charles L. 
Hoppel1; 1Case Western Reserve University, Cleveland, 
OH; 2Thermo Electron, Somerset, NJ 
MPT 329 The Proteomics of the Outer Membrane of 
Actinobacillus Pleuropneumoniae; Lorne Budman1; 
James W. Coulton1; Robert Masse2; Alexandre Zougman3; 
Bernard F. Gibbs2; 1McGill University, Montreal, Canada; 
2MDS Pharma Services, Montreal, Canada; 3MDS 
Proteomics, Toronto, Canada 
MPT 330 Estrogen-Induced Changes in Plasma Membrane 
Proteins from MCF7 Breast Cancer Cells: A Tandem 
Mass Spectrometry Study; Jan C. Brønd; Dan B. 
Kristensen; Peter A. Nielsen; Jens R. Andersen; Ole T. 
Sørensen; Vibeke  Jørgensen; Christian Ahrens; Søren 
Schandorff; Keiryn L. Bennett; Alexandre V. Potelejnikov; 
Jacek R. Wisniewski; MDS Inc. Denmark, Odense, 
Denmark 
MPT 331 Extending Strategies for Study Membrane Protein 
Complexes by Mass Spectrometry; Michal Sharon; 
Leopold  Ilag; Carol V. Robinson; University of 
Cambridge, Cambridge, UK 
MPT 332 Towards Efficient Proteomic Analysis of Integral 
Plasma Membrane Proteins; Yingxin  Zhao; Wei  Zhang; 
Yoonjung  Kho; Yingming  Zhao; UT Southwestern 
Medical Center at Dallas, Dallas, TX 
MPT 333 Dynamics in the Bacterial Aspartate Receptor 
Cytoplasmic Domain Probed by Hydrogen/Deuterium 
Exchange Mass Spectrometry; Li Zhi; Robert M. Weis; 
University of Massachusetts, Amherst, MA 
MPT 334 Identification of New Caveolae-Specific Protein 
Markers by a Proteomic Approach; Sung Won Kwon; 
Kerrie-Ann  McMahon; Richard G.W. Anderson; 
Yingming Zhao; UT Southwestern Medical Center at 
Dallas, Dallas, TX 
MPT 335 Proteomic Mapping of Caveolae From Luminal 
Endothelial Cell Plasma Membranes of Rat Lungs; 
Karolina M. Krasinska; Nancy  Andon; Ebi Durr; Yan Li; 
Michelle R. Bourne; Lisa M. Randall; Phil Oh; Jan E. 
Schnitzer; Sidney Kimmel Cancer Center, San Diego, CA 
MPT 336 Proteomic Analysis of Lipid Rafts from Mouse 
Monocytes; Kei  Fukada; Xiao-ning  Lu; Theresa M. 
Guerin; William V.  Everson; Eric J. Smart; Haining  Zhu; 
University of Kentucky, Lexington, KY 
MPT 337 Mass Spectrometric Identification of a Novel Protein 
Involved in Microglial Inflammatory Responses to the 
Alzheimer Aß Amyloid Peptide; Farzin Gharahdaghi; 
Mark Stein; Stephen Hubbs; Lesley Rodov; John Gordon; 
Jeff Arriza; Phillip, D Edwards; Micheal Balestra; Megan 
Murphy; Caprice Hightower; Barry Greenberg; 
AstraZeneca Pharmaceuticals, Wilmington, DE 
MPT 338 Identification of Membrane and Membrane-associated 
Proteins in Neural Stem/Progenitor Cells Using 2-
Dimensional Gel Electrophoresis and LC/MS-MS; Lori 
D Shoemaker2; Harley I Kornblum1; Dan H Geschwind1; 
Julian P Whitelegge2; Kym F Faull2; 1School of Medicine, 
UCLA, Los Angeles, CA; 2Pasarow Mass Spectrometry 
Laboratory, UCLA, Los Angeles, CA 
MPT 339 Proteomics of B-lymphocyte Development in an Avian 
Model; Fiona M. McCarthy; Shane C. Burgess; G. Todd 
Pharr; Mississippi State University, Starkville, MS 
MPT 340 Proteolysis and Mass Spectrometric Analysis of Lens 
Integral Membrane Aquaporin 0; Jun Han; Rosalie 
Crouch; Kevin Schey; Medical University of South 
Carolina, Charleston, SC 
MPT 341 The Yeast Mitochondrial Proteome; Joerg Reinders1; 
Rene  Zahedi1; Yvonne Wagner1; Cornelia Joppich3; 
Helmut E. Meyer3; Chris Meisinger2; Nikolaus Pfanner2; 
Albert Sickmann1; 1Rudolf-Virchow-Center for 
Experimental Biomedicine, Wuerzburg, Germany; 2Institut 
für Biochemie und Molekularbiologie, Freiburg, Germany; 
3Medizinisches Proteom-Center, Bochum, Germany 
MPT 342 Lectin Enrichment of Glycoproteins Increases the 
Number of Predicted Transmembrane Containing 
Proteins Identified from a HCT-116 Cell Line 
Membrane Preparation; Jonathan R Fitchett; Tony 
Rowe; Melissa Heller; Mark Daniels; Brenden  Reid; 
Karen MacLachlin; Mike LaBarre; Biogen-Idec 
Pharmacueticals, San Diego, CA 
MPT 343 Isolation of Glutamate Receptor Ion Channels from 
Neuronal Synaptic Membranes; Rachel S Ozer; Craig C 
Garner; Robert C Malenka; Stanford University School of 
Medicine, Palo Alto, CA 
MPT 344 Characterization of a Protein Involved in the Gating 
Activity of a Nucleic Acid Conducting Channel; Avelino 
Teixeira1; Edgar Leal-Pinto1; Basil Hanss1; Robert E. 
Christian2; Jeffrey Shabanowitz2; Donald F. Hunt2; John 
Roboz1; Paul E. Klotman1; 1Mt. Sinai School of Medicine, 
New York, NY; 2University of Virginia, Charlottesville, VA 
MPT 345 Cellular Localization and Identification of Membrane 
& Intracellular Ciliary Proteins by Specific 
Enrichment, Differential Gel Electrophoresis, and Mass 
Spectrometry; Maria R.  Warren; Robert L. Wonstetler; 
Chavarro Floyd; David R. Loiselle; Nedyalka N. Dicheva; 
Carol E. Parker; Lawrence E. Ostrowski; Christoph H.  
Borchers; University of North Carolina - Chapel Hill, 
Chapel Hill, NC 
MPT 346 Nanoelectrospray Improves Data Quality for the 
Analysis of Non-covalent Complexes of Membrane 
Proteins; Johan  Lengqvist1; Richard  Svensson2; Emma  
Evergren3; Ralf Morgenstern2; William J Griffiths4; 
1Karolinska Institutet, MBB, Stockholm, Sweden; 
2Karolinska Institutet, IMM, Stockholm, Sweden; 
3Karolinska Institutet, CEDB, Stockholm, Sweden; 4The 
School of Pharmacy, University of London, London, UK 
MPT 347 Identification of Free Cysteines in the Calcium Release 
Channel, Using Fluorescent Labeling and Mass 
Spectrometry; Evgeniy V. Petrotchenko1; Junhui  Sun1; 
Nedyalka N. Dicheva1; Jonathan S. Stamler2; Gerhard 
Meissner1; Christoph H. Borchers1; 1UNC-Chapel Hill, 
Chapel Hill, NC; 2Duke University, Durham, NC 
MPT 348 Organellar Proteomics Reveals Arginine Dimethylated 
Membrane Proteins and Novel Golgi Function; 
Christine C. Wu1; Michael J. MacCoss1; Gonzalo 
Mardones2; Claire Finnigan2; Soren Mogelsvang2; Kathryn 
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E. Howell2; John R. Yates1; 1The Scripps Research 
Institute, La Jolla, CA; 2University of Colorado Health 
Sciences Center, Denver, CO 
MPT 349 Cysteine Residues are not Involved in the Vitamin K-
Dependent g-glutamyl Carboxylation Reaction; Jian-Ke 
Tie1; Mahbod R. Hajivandi2; Marshall Pope2; Darrel W. 
Stafford1; 1Dept. of Biology, University of North Carolina, 
Chapel Hill, NC; 2Invitrogen Life Technologies, Carlsbad, 
CA 
MPT 350 A Simple Proteomic Method for Characterization of 
Detergent-resistant Membrane Microdomains; Josip 
Blonder1; Martha L Hale2; David A Lucas1; Li-Rong Yu1; 
Thomas P Conrads1; Haleem J Issaq1; Bradley G Stiles2; 
Timothy D Veenstra1; 1SAIC-Frederick, Inc., Frederick, 
MD; 2U.S. Army Medical Research Institute of Infectious, 
Frederick, MD 
MPT 351 Analysis of the Plasma Membrane Proteome of Human 
Epidermal Tissue; Josip Blonder1; Atsushi Terunuma2; 
Thomas P Conrads1; King C Chan1; Carol Yee2; David A 
Lucas1; Carl F Schaefer2; Li-Rong Yu1; Haleem J Issaq1; 
Kenneth H Buetow2; Jonathan C Vogel2; Timothy D 
Veenstra1; 1SAIC-Frederick, Inc., Frederick, MD; 
2National Cancer Institute, Frederick, MD 
MPT 352 Comparative Proteomic Analysis of Plasma Membrane 
Proteins Isolated Using a Modified Cationic Colloidal 
Silica Plasma Membrane Isolation Technique; Amir M 
Rahbar; Catherine C Fenselau; University of Maryland, 
College Park, MD 
MPT 353 Identification of Glycoproteins from Normal Mouse 
Lung and HT29 Tumor Xenograft Tissues by LC/MS 
Using the Vascular-Specific Lectin GS1B4; Melissa 
Heller; Jonathan Fitchett; William Kloetzer; Mark Daniels; 
Gui-Rong Guo; Yan Ren; Karen  McLachlan; Francesca 
Incardona; Judith Giri; Michael LaBarre; Biogen Idec, San 
Diego, CA 
MPT 354 Identification of Membrane Protein Complexes by 
nanoLC-ESI-MS/MS; Isam Rais1; Anabel Fandiño2; 
Martin Vollmer2; Helmut Elgass2; Michael Karas1; 
1Institute for Pharmaceutical Chemistry, Frankfurt/Main, 
Germany; 2Agilent Technologies R&D and Marketing, 
Waldbronn, Germany 
MPT 355 ESI FT-ICR Mass Spectrometry Analysis of 
Mycobacterium tuberculosis H37Rv Peripheral 
Membrane Proteins; Ying Xiong1; Michael J. Chalmers2; 
Fei P. Gao3; Timothy A. Cross3; Alan G. Marshall2; 
1Institute of Molecular Biophysics, FSU, Tallahassee, FL; 
2Ion Cyclotron Resonance Program, NHMFL, FSU, 
Tallahassee, FL; 3NMR Spectroscopy and Imaging 
Program, NHMFL, FSU, Tallahassee, FL; 4Department of 
Chemistry and Biochemistry, FSU, Tallahassee, FL 
MPT 356 Towards Membrane Proteins Characterization: 
Hydrophobic Gel Electrophoresis and NanoLC-Q-q-
TOF MS/MS; Caroline Tokarski1; Cécile Cren-Olivé1; 
Marianne Fillet2; Christian Rolando1; 1Université des 
Sciences et Technologies de Lille, Villeneuve d'Ascq, 
France; 2Université de Liège, Liège, Belgique 
MPT 357 Protein-Protein Interactions of Lens Integral 
Membrane Protein Aquaporin 0; Kristie M Lindsey; 
Rosalie K Crouch; Kevin L Schey; Medical University of 
South Carolina, Charleston, SC 
MPT 358 Performance of Large Format 2D Gel Electrophoresis 
and 2D Chromatography Systems for Integral 
Membrane Proteins; Puneet Souda1; Rebecca Hale1; Alek  
Dooley1; Dmitrii Vavilin2; Willem Vermaas2; Kym F. 
Faull1; Julian P. Whitelegge1; 1The Pasarow Mass 
Spectrometry Laboratory, UCLA, Los Angeles, CA; 
2Arizona State University, Tempe, AZ 
MPT 359 Fourier-transform Mass Spectrometry of Proteolipids; 
Reading Through Transmembrane Helices; Katianna 
Pihakari1; Alek Dooley2; Ken Conklin2; Kym F. Faull2; 
Julian P. Whitelegge2; 1Cedars Sinai Medical Center, Los 
Angeles, CA; 2The Pasarow Mass Spectrometry 
Laboratory, UCLA, Los Angeles, CA 
MPT 360 Determining Protein-protein Interactions in the 
Oxygen-Evolving Complex (OEC) of Photosystem II by 
Mass Spectrometry; Manorama  Tummala1; Laurie K. 
Frankel2; Terry M. Bricker2; Patrick A. Limbach1; 
1University of Cincinnati, Cincinnati, OH; 2Louisiana State 
University, Baton Rouge, LA 
MPT 361 Structural Characterization of the Novel Influenza A 
Virus Protein PB1-F2; Manfred Nimtz1; Karsten Bruns1; 
Peter Henklein2; Ulrich Schubert3; Victor Wray1; 1GBF-
German Research Centre for Biotechnology, 
Braunschweig, Germany; 2Humboldt University, Berlin, 
Germany; 3University of Erlangen, Erlangen, Germany 
MPT 362 Bacteriorhodopsin Structure in the Gas Phase; Robert R 
Hudgins York University, Toronto, ON, Canada 
PROTEINS:  MODIFIED 
MPU 363 Histone H4 Modification Dynamics During Cell Cycle 
by Top Down Mass Spectrometry; James J. Pesavento; 
Yong-Bin Kim; Gregory K. Taylor; Craig A. Mizzen; Neil 
L. Kelleher; University of Illinois, Urbana, IL 
MPU 364 Auto-acylation of Transglutaminase Type 2 by Gliadin 
Peptides - An Enzymatic Modification Elucidated by 
MALDI-TOF-MS, nano-ESI-MS/MS and LC-MS/MS; 
Burkhard Fleckenstein1; Shuo-Wang Qiao1; Ludvig M 
Sollid1; Peter Højrup2; Peter Roepstorff2; 1Institute of 
Immunology, University of Oslo, Oslo, Norway; 2Protein 
Research Group, Univ. of Southern Denmark, Odense, 
Denmark 
MPU 365 Copper Coordination Structure of Different 
Conformers of Beta-2-Microglobulin; Jihyeon Lim1; 
Catherine M.  Eakin2; Andrew D. Miranker2; Richard W. 
Vachet1; 1University of Massachusetts, Amherst, MA; 2Yale 
University, New Haven, CT 
MPU 366 Mass Spectrometric Measurement of Differential 
Reactivity of Cysteine to Identify Drug Binding Sites: 
Application to Tubulin Binding Drugs; Yeoun Jin Kim1; 
Lewis K. Pannell2; Dan L. Sackett1; 1National Institutes of 
Health, Bethesda, MD; 2University of South Alabama, 
Mobile, AL 
MPU 367 Histone Post-Translational Modifications in Murine 
Embryonic Stem Cells; Rodney J. Nash; Stephen Dalton; 
James Atwood; Ron Orlando; Kumar Kolli; The Univ. of 
Georgia, Athens, GA 
MPU 368 Multiple Acetylation of the Chemotaxis Response 
Regulator CheY  of Escherichia coli*. Comparison of 
Acetyl CoA Synthetase Dependent Acetylation and 
Autoacetylation; Rina Barak; Tevie Mehlman; Michael 
Eisenbach; Alla Shainskaya; Weizmann Institute of 
Science, Rehovot, Israel 
MPU 369 Identification of L-Pyrrolysine in Methanosarcina 
bakeri  Monomethlyamine Methyletransferase (MtmB) 
using MALDI-TOF and LC/MS/MS and FTICR; 
Rhonda L. Pitsch1; Jitesh Soares1; Liwen Zhang1; R. 
Benjamin Jones1; Kari B. Green-Church1; Jeremy J.  
Wolff2; I. Jonathan  Amster2; Joseph A. Krzycki1; 1The 
Ohio State Univeristy, Columbus, OH; 2University of 
Georgia, Athens, GA 
MPU 370 Time Course Measurements of Protein Phosphorylation 
without the Use of Stable Isotopes; Hanno Steen; Judith 
Jebanathirajah; Jeffery  MacKeigan; Philippe Roux; John 
Blenis; Marc Kirschner; Harvard Medical School, Boston, 
MA 
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MPU 371 Mass Spectrometric Characterization of Protein 
Modified by in vitro Addition of H2O2: Oxidation of 
Cysteine of Glyceraldehyde-3-Phosphate 
Dehydrogenase; Jeong Soo Yang1; Henry M. Fales1; Hyun 
Ae Woo2; Sue Goo  Rhee2; 1Lab of Biophysical Chemistry, 
NHLBI, NIH, Bethesda, MD; 2Lab of Cell Signaling, 
NHLBI, NIH, Bethesda, MD 
MPU 372 Identification of SUMO Protein Targets By 
Multidimensional LC-MS-MS Analysis; Simona G. 
Codreanu1; Linda L. Manza Manza2; Sheryl L. Stamer1; 
Daniel C. Liebler1; 1Vanderbilt University School of 
Medicine, Nashville, TN; 2University of Arizona, Tucson, 
AZ 
MPU 373 Mass Spectral Techniques for the Unambiguous 
Identification of Asparagine Deamidation Products; 
Andrew A. Kosky; Gerd R. Kleemann; Amgen Inc., 
Thousand Oaks, CA 
MPU 374 The N-terminal SH4 Region of the Src Family Kinase 
Fyn is Modified by Methylation and Heterogeneous 
Fatty Acylation; Xiquan Liang 1Invitrogen, Carlsbad, CA; 
2MSKCC, New York, NY 
MPU 375 Characterization of UV-induced Protein Modifications 
in vitro by Mass Spectrometry; Junlong Shao; Marion 
Kirk; Jack R. Lancaster Jr.; Stephen Barnes; University of 
Alabama at Birmingham, Birmingham, AL 
MPU 376 Screening of Glycated Proteins in Diabetic Human 
Serum Samples for Biomarkers of Complications; 
Weixun Wang; Christopher H. Becker; Surromed, Inc., 
Menlo Park, CA 
MPU 377 2,5-Hexanedione-Induced Adduction of Bovine 
Neurofilament Protein: Mass Spectrometric De Novo 
Sequencing, Identification of Endogenous and 
Exogenous Covalently Modified Sites; Sarah Trimpin1; 
Peter S. Spencer2; Max L. Deinzer1; 1Oregon State 
University, Corvallis, OR; 2Oregon Health & Science 
University, Portland, OR 
MPU 378 Automated Identification of Protein isoforms by a 
signature-peptide approach based on HPLC-MS 
Tandem Mass Spectrometry; Haowei Song; Shunzhong 
Bao; Sasanka Ramanadham; Zhepeng Wang; Fang-Fu 
Hsu; John Turk; Washington University in St. Louis, St. 
Louis, MO 
MPU 379 Covalent Adducts of Monocrotaline Pyrrole with 
Membrane Proteins and Basic Proteins in Pulmonary 
Endothelial Cells; A. Daniel Jones1; Michael W. Lame'2; 
Dennis W. Wilson2; H. J. Segall2; 1The Pennsylvania State 
University, University Park, PA; 2University of California, 
Davis, CA 
MPU 380 Proteomic Analysis of SUMO Conjugated Proteins; 
William K Russell1; German Rosas-Acosta2; Van Wilson2; 
David H Russell1; 1Texas A&M University, College 
Station, TX; 2Texas A&M University System Health 
Science Center, College Station, TX 
MPU 381 Top Down Characterization of Proteins in the 
Biosynthesis of Cysteine and of Coenzyme A; Sabine 
Baumgart; Huili Zhai; Kristin Burns; Erick  Strauss; Tadhg 
P. Begley; Fred W. McLafferty; Cornell Universtiy, Ithaca, 
NY 
MPU 382 Electron Capture Dissociation as a Chiral Recognition 
Tool for Proteins; Christopher M Adams1; Frank 
Kjeldsen1; Bogdan  A Budnik2; Roman A Zubarev1; 
1Uppsala University, Uppsala, Sweden; 2University of 
Southern Denmark, Odense, Denmark 
MPU 383 Identification of Post-translational Modifications of 
Histone Proteins by In-gel Propionylation and In-gel 
Digestion; Severine A  Patat; Kevin L Schey; Medical 
University of South Carolina, Charleston, SC 
MPU 384 Rearrangement of Disulfide Bridges in E goat 
Lactalbumin: Evidence by nano-ESI and MALDI Mass 
Spectrometry; Kris De Vriendt1; Ann Vanhooren2; Ignace 
Hanssens2; Alistair Sterling3; Bart Devreese1; Jozef Van 
Beeumen1; 1University of Ghent, Ghent, Belgium; 
2Katholieke Universiteit Leuven Campus Kortrijk, Kortrijk, 
Belgium; 3Advion BioSciences, Norwich, UK 
MPU 385 Structural Analysis of Naphthoquinone Protein 
Adducts with Liquid Chromatography Tandem Mass 
Spectrometry and the Scoring Algorithm for Spectral 
Analysis (SALSA); Fagen Zhang; Michael J. Bartels; The 
Dow Chemical Company, Midland, MI 
MPU 386 Identification of Modification Sites in Conjugated 
Insulin Using LC Tandem S; Mooyoung Kim1; 
YanSheng Liu1; ChauHwei J. Fu1; Gary E. Clapp1; 
Kenneth D. James2; Mark A. Miller2; Nnochiri N. 
Ekwuribe2; 1AAI Development Services, Shawnee, KS; 
2Nobex Corporation, Research Triangle Park, NC 
MPU 387 Probing Interactions of Proteins and Their 
Macromolecular Assemblies Using Synchrotron 
Radiolysis and Mass Spectrometry; Janna G Kiselar1; 
Thomas D Pollard2; Steven C Almo1; Mark R Chance1; 
1Albert Einstein College of Medicine, Bronx, NY; 2Yale 
University, New Haven, CT 
MPU 388 ESI-FT ICR MS for Comparative Analysis of Intact 
Proteins: An Integrity Assay for Proteins; Ying  Ge; 
Yan-Ling Zhang; Vipin Suri; Fransis, C. Payumo; Nelson 
Huang; Wyeth Research, Cambridge, MA 
MPU 389 Differentiation of a Versus ß-aspartic Acid Residues in 
Peptide by Electron Capture Dissociation; Jason J. 
Cournoyer1; Jason L. Pittman1; Vera B. Ivleva1; Lucy 
Waskell2; Peter B. O'Connor1; 1Boston University School 
of Medicine, Boston, MA; 2VA Medical Center, Ann Arbor, 
MI 
MPU 390 Characterizing Protein Isoforms and PTMs in 
Microbial Systems by Top-Down Measurements with 
Capillary HPLC Interfaced to FTICRMS; Heather M.  
Connelly1; Dale Pellitier3; Nathan  VerBerkmoes1; M. Brad  
Strader2; Greg  Hurst2; Robert L.  Hettich2; 1Genome 
Science & Technology,ORNL-UT, Knoxville, TN; 2Organic 
and Biological Mass Spectrometry,ORNL, Oak Ridge, TN; 
3Life Sciences Division, ORNL, Oak Ridge, TN 
MPU 391 Comprehensive Characterization of Histone H2B Post-
Translational Modifications; Xin Zhang1; Katalin F. 
Medzihradszky1; Robert J. Chalkley1; Shenheng Guan1; 
Alma L. Burlingame1; Robert Diaz2; C. David  Allis2; 
1University of California, San Francisco, CA; 2Rockefeller 
University, New York, NY 
MPU 392 S-nitrosylation of eNOS Protein and Model Peptides 
Studied by Mass Spectrometry; Frank Taldone1; Victor 
Ryzhov1; Kandasamy Ravi2; Steven M. Black2; 1Northern 
Illinois University, DeKalb, IL; 2University of Montana, 
Missoula, MT 
MPU 393 Identification and Quantitation of N-terminal 
Pyroglutamic Acid in Therapeutic Antibodies by 
Reversed-phase LC/MS; Douglas  Rehder; Thomas  
Dillon ; Pavel V.  Bondarenko; Amgen, Department of 
Pharmaceutics, Thousand Oaks, CA 
MPU 394 Characterization of Heterogeneity and Disulfide 
Linkages in Ribonuclease S; Michele Kirchner1; Yuehua 
Li2; Haiteng  Deng1; 1The Rockefeller University, New 
York, NY; 2University of Nebraska, Lincoln, NE 
MPU 395 Application of Top Down Approach to Study Histone 
Code; Siu Kwan Newman Sze; Teck Yew Low; Thin Thin 
Aye; Khoon Teck Michael WEE ; Genome Institute of 
Singapore, Singapore, Singapore 
MPU 396 Photoaffinity Labeling of Cytochrome P450 by 
Lapachenole: A Mass Spectrometric Study of the 
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Active Site; Catalin E. Doneanu1; Bo Wen1; Carlos A. 
Gartner2; Michael D. Cameron1; Sidney D. Nelson1; 
1University of Washington, Seattle, WA; 2Harvard Medical 
School, Boston, MA 
MPU 397 Monitoring the Carbonylation of Aging-Associated 
Oxidation-Sensitive Proteins by Mass Spectrometry; 
Laszlo Prokai1; Stanley M. Stevens, Jr. 1; José L. Vera1; 
Alevtina D. Zharikova1; Michael J. Forster2; 1University of 
Florida, Gainesville, FL; 2University of North Texas 
Health Science Center, Fort Worth, TX 
MPU 398 Identifications of Lipid Hydroperoxide-derived Histone 
Modifications in Chromatin Using LC/MS; Tomoyuki 
Oe; Jasbir S. Arora; Matt M.  Helf; Seon Hwa  Lee; Ian A. 
Blair; University of Pennsylvania, Philadelphia, PA 
MPU 399 Differential Expression of Histone Post-translational 
Modifications in the MRL-lpr/lpr Murine Model of 
Lupus:  Potential Initial Mechanism Regulating Renal 
Failure; Benjamin A. Garcia1; Scott A.  Busby1; Jeffrey 
Shabanowitz1; Nilamadhab Mishra2; Donald F.  Hunt1; 
1University of Virginia, Charlottesville, VA; 2Wake Forest 
University School of Medicine, Winston-Salem, NC 
MPU 400 A Mass Spectrometric “Western-Blot” to Evaluate the 
Correlations Between Histone Methylation and Histone 
Acetylation; Kangling Zhang1; Joseph S. Siino 2; Patrick 
R. Jones3; Peter M. Yau4; E.  Morton  Bradbury2; 
1University of California, Riverside, CA; 2University of 
California, Davis, CA; 3University of the Pacific, Stockton, 
CA; 4University of Illinois, Urbana, IL 
MPU 401 Determination of Acrylodan Binding Sites to 
Polynucleotide Kinase by Mass Spectrometry and 
Fluorescence Detection; Chris McDonald1; Michael 
Weinfeld2; Liang Li1; 1University of Alberta, Edmonton, 
Canada; 2Cross Cancer Institute, Edmonton, Canada 
MPU 402 Simultaneous De-novo Sequencing and Determination 
of Modification Status and Modification Sites by Top-
down Proteomics; J. Paul Speir1; Evgeniy V. 
Petrotchenko2; Viorel Mocanu2; Zbigniew Dominski2; 
William F. Marzluff2; Christoph H. Borchers 2; 1Bruker 
Daltonics, Bellerica, MA; 2UNC-Chapel Hill, Chapel Hill, 
NC 
MPU 403 Seeking Products of “denitrase” Activity by 
Introducing Nitrated Calmodulin into Cell Lysates: 
Quick Screen by HPLC-CID/MS Using a Q-Tof; 
Nadezhda A. Galeva1; Heather S.  Smallwood2; Thomas C. 
Squier2; Diana J. Bigelow2; Todd D. Williams1; 1University 
of Kansas, Lawrence, KS; 2Pacific Northwest National 
Laboratory, Richland, WA 
MPU 404 Characterization of Amyloidogenic Immunoglobulin 
Light Chain Proteins by Mass Spectrometry; Yan Jiang; 
Roger Theberge; Amareth Lim; Tatiana Prokaeva; 
Lawreen H. Connors; Martha Skinner; Catherine E. 
Costello; Boston University School of Medicine, Boston, 
MA 
MPU 405 Simple Identification of a Cross-linked Hemoglobin by 
Tandem Mass Spectrometry; Maryline Gasthuys; Sandra 
Alves; Jean-Claude Tabet; University Pierre et Marie 
Curie, Paris, France 
MPU 406 Analysis of Covalent Factor XIII-Drug and GSH-Drug 
Complexes using ESI Mass Spectrometry; Markus 
Kohlmann; Martin Lorenz; Reinhard Kirsch; Friedemann 
Schmidt; Aventis Pharma, Frankfurt, Germany 
MPU 407 Mass Spectrometry Studies on Interaction between 
Oxaliplatin and Human Holo-Transferrin; Yuan-Yuan 
Zhao; Rupasri Mandal; Xing-Fang Li; University of 
Alberta, Edmonton, AB, Canada 
PROTEOMICS:  FUNDAMENTAL TECHNOLOGY 
MPV 408 Post Digestive Protease-Facilitated Isotopic Labeling; 
Peggi M Angel; Ron Orlando; Complex Carbohydrate 
Research Center, Athens, GA 
MPV 409 Increasing Dynamic Range of Protein Identification 
Using Capillary LC/MS-MS; Eric D Stover; Ronald A 
Sherant; Thermo Electron Corporation, Bellefonte, PA 
MPV 410 DIGE and SILAC Analysis of Oxidative Stress 
Response Between Nonmalignant and Malignant 
Human Mammary Cells; Yuan Yan; Valerie M Weaver; 
Ian A Blair; University of Pennsylvania, Philadelphia, PA 
MPV 411 Repeats versus Mass-windows – optimization Strategies 
for MUDPIT Type Experiments to Increase Proteome 
Coverage; Jürgen Schäfer; Christian Baumann; Josef 
Schwarz; Proteome Sciences R&D, Frankfurt, Germany 
MPV 412 Quantitative Comparative Proteomics of Cell-Specific 
Chloroplast Differentiation in Maize by LC-MS, ICAT 
and 2-DE Gels; Yang Cai; Wojciech Majeran; Qi Sun; 
Klaas J van Wijk; Cornell University, Ithaca, NY 
MPV 413 Comparison of Two Gel Based Protein Identification 
Techniques; Maik Wacker; Grit Nebrich; Joachim Klose; 
Inst. f. Human Genetics, Berlin, Germany 
MPV 414 Accurate Expression Proteomics: Direct Comparison of 
Difference Gel Electrophoresis (DiGE) and Metabolic 
Labeling on a Single 2D Gel; Eef HC Dirksen; 
Annemieke Kolkman; Monique Slijper; Albert JR Heck; 
Utrecht University, Utrecht, The Netherlands 
MPV 415 Comparing Proteomic LC-MS/MS Analyses from 
Linear and 3-D Ion Traps; Angela D. Norbeck; Heidi Y. 
Zhang; Philip R. Gafken; Fred Hutchinson Cancer 
Research Center, Seattle, WA 
MPV 416 Complementary Approach of nanoLC-Q-TOF, 
nanoLC-Ion Trap, and MALDI-TOF-TOF: Application 
to the Identification of Streptococcus bovis Proteins 
Involved in Colon Cancer; Anthony A. High1; Christine 
Schaeffer1; Christine Carapito1; Sophie Richert1; Marie 
Schöller-Guinard2; Alain Van Dorsselaer1; Emmanuelle 
Leize1; 1LSMBO-ULP-CNRS, Strasbourg, France; 2ULP-
INSERM, Strasbourg, France 
MPV 417 Prefractionation on Spin Columns Prior to 2D PAGE 
Followed by Nano-LC ESI MS and AP MALDI MS in 
Proteome Analysis; Mary K. Doud1; Rory Geyer1; Dieter 
A. Wolf1; Nelli I. Taranenko2; Robert Zeidler3; David 
Hines4; Alexander R. Ivanov1; 1Harvard School of Public 
Health, Boston, MA; 2MassTech, Inc, Columbia, MD; 
3Vivascience AG, Hanover, Germany; 4Sartorius AG, 
Göttingen, Germany 
MPV 418 Toward A Quantitative Approach for Membrane 
Proteins: Correlation of Gene Expression and Protein 
Expression Profiling by cICAT/LC/MALDI/MSMS; 
Farzin Gharahdaghi1; Fadi Abdi2; Melanie Lin2; Marjorie 
Minkoff2; Jeff Arriza1; Tom Defay1; Michael Mallamaci1; 
Matthew Peters1; Mark Stein1; Amanda Williams1; 
1AstraZeneca Pharmaceuticals, Wilimington, DE; 2Applied 
Biosystems, Framingham, MA 
MPV 419 Electron Capture Dissociation and Infrared 
Multiphoton Dissociation FTICR-MS under Liquid 
Chromatography Conditions; Robert Malek; Stevan R.  
Horning; Helmut Muenster; Wolfgang Metelmann-Strupat; 
Thermo Electron Corporation, Bremen, Germany 
MPV 420 Coupling LC with Online-ESI and Offline-MALDI for 
Most Efficient Information Readout of a Protein 
Sample; Stephanie Hahner; Wolfgang Jabs; Markus 
Lubeck; Anja Resemann; Peter Hufnagel; Detlev Suckau; 
Bruker Daltonik GmbH, Bremen, Germany 
MPV 421 Analysis of the R. norvigicus Testicular Proteome using 
Shotgun Proteomics: A Comparative Study of Two 
38S 52nd ASMS Conference on Mass Spectrometry 
Techniques; Amal S Essader; Benjamin J Cargile; 
Jonathan L Bundy; James L  Stephenson Jr.; Research 
Triangle Institute, Research Triangle Park, NC 
MPV 422 Nanoscale 4D Peptide HPLC MS/MS of Complex 
Preoteome Samples; Kerry Nugent; Peter Kent; David 
Mintline; Dee Long; Houle Wang; Michrom Bioresources, 
Auburn, CA 
MPV 423 Quantitative Tissue Proteomics by Bridging Intensities 
using internal Standarda as CUltured Isotope Tags 
(BISCUIT); Yoshiya Oda; Yasushi Ishihama; Tsuyoshi 
Tabata; Koji Sagane; Norimasa Miyamoto; Toshitaka Sato; 
Takeshi Nagasu; Eisai Co., Ltd., Tsukuba, Japan 
MPV 424 Appling Dynamic Range Enhancement Methods 
(DREAMS/MIF) to Identify Low Abundance Peptides 
Using ESI-FTICR Mass Spectrometry; Rui Zhang1; 
Jeongkwon Kim2; Robert Zand3; Harold R. Udseth1; 
Richard D. Smith2; 1WR Wiley Environmental Molecular 
Sciences Lab, Richland, WA; 2Pacific Northwest National 
Laboratory, Richland, WA ; 3The University of Michigan, 
Ann Arbor, MI 
MPV 425 Evaluation of Multidimensional Strategies for the 
Analysis of Complex Proteomics Samples; Christine A. 
Miller; Jose E. Meza; Patrick D. Perkins; Agilent 
Technologies, Santa Clara, CA 
MPV 426 Comparative Study of Protein Identification by Off-line 
LC-MALDI-MS and 1D-Gel Electrophoresis MALDI-
MS; Helen Montgomery1; Sue Francis2; Sadanori Sekiya3; 
Simon J. Gaskell2; Koichi Tanaka3; 1Koichi Tanaka MS 
Research Laboratory, Manchester, UK; 2Michael Barber 
Centre for Mass Spectrometry, Manchester, UK; 3The 
Koichi Tanaka MS Research Laboratory, Kyoto, Japan 
MPV 427 Digging into the Human Plasma Proteome with MDLC 
Separation at the Protein and the Peptide Level; Johan 
Axelman1,2; Matthias Berg1,2; Axel Parbel1,2; 1Amersham 
Biosciences, Uppsala, Sweden; 2Amersham Biosciences, 
Freiburg, Germany 
MPV 428 Optimizing Sensitivity and Throughput on a Hybrid 
Quadruploe-TOF Instrument for LC-MS Based 
Peptide and Proteomic Applications; Carla Waggett1; 
Joseph  Bonapace2; Jennifer Rutherford2; James P. Murphy 
III1; 1New Objective, Woburn, MA; 2Chrales River 
Proteomic Services, Worcester, MA 
MPV 429 Increased Sensitivity in the Analysis of Peptides by LC 
MS/MS with Methanol as Organic Modifier; Francesco 
Giorgianni1; Achille Cappiello2; Pierangela  Palma2; Sarka 
Beranova-Giorgianni1; Dominic M. Desiderio1; 1University 
of Tennesse Health Science Center, Memphis, TN; 
2Universita’ di Urbino, Urbino, Italy 
PROTEOMICS:  ICAT LABELING 
MPW 430 Global Protein Profiling for the Identification of Nrf2-
dependent Proteins; David A Lucas1; Viskas Misra2; 
Rajesh K Thimulappa2; Li-Rong Yu1; Thomas P Conrads1; 
Nobunao Wakabayashi2; Thomas W Kensler2; Masayuki 
Yamamoto3; Shyam Biswal2; Timothy D Veenstra1; 1SAIC-
Frederick, Inc., Frederick, MD; 2John Hopkins University, 
Baltimore, MD; 3University of Tsukuba, Tsukuba, Japan 
MPW 431 Study of Protein-Protein Interactions Utilizing Stable 
Isotope Labeling Techniques; Jason Marchese1; Darryl 
Pappin1; Philip Ross1; Peter Juhasz1; Steve Martin1; 
Eugene Zhen2; Justin Savage2; John Peltier2; 1Applied 
Biosystems, Framingham, MA; 2Prolexys Pharmaceuticals, 
Salt Lake City, UT 
MPW 432 Dynamic Range of ICAT and LC-ESI-MS/MS for 
Analysis of Complex Protein Mixtures; Lianglu Wan1; 
Andrew Ross1; Suzanne Abrams 1; Adrian Cutler 1; Allison 
Kermode2; 1Plant Biotechnology Institute, Saskatoon, SK, 
Canada; 2Simon Fraser University, Vancouver, BC, 
Canada 
MPW 433 Expression Regulation studies of Xenopus laevis 
Embryo Differernciation by Cleavable ICAT® Reagent 
and Tandem  MS; Michelle M Chen1; Amy K Sater2; 
Xinagping Zhu1; Brian J Broucher1; Robert A Grove1; 
Kafei Zheng1; Stephen Hattan1; Anna M Krowzynska1; 
Fred P Pratt1; 1Applied Biosystems, Framingham, MA; 
2University of Houston, Houston, TX 
MPW 434 Using Stable Isotope Tags and a Hybrid Quadrupole - 
Linear Ion Trap Mass Spectrometer for Quantifying 
Proteins; Christie Hunter1; Sally Webb1; Dave DuPont1; 
Sasi Pillai2; Neil Kitteringham3; Rosalind Jenkins3; 
Stephen Pennington4; 1Applied Biosystems Foster City, 
Foster City, CA; 2Applied Biosystems Framingham, 
Framingham, MA; 3University of Liverpool, Liverpool, 
UK; 4Conway Institute for Biomedical Research, Dublin, 
Ireland, UK 
MPW 435 ICAT Approach to Study Gene Regulation by 
Antisense Inhibition:  Cellular Response to Target 
Protein Reduction; Gregory A. Barrett-Wilt1; Thomas M. 
Vincent2; Steven A. Hofstadler1; Eric G. Marcusson2; 1Ibis 
Theracpeutics, Isis Pharmaceuticals, Carlsbad, CA; 2Isis 
Pharmaceuticals, Carlsbad, CA 
MPW 436 A Novel Protein Quantitation Algorithm Within 
ProteinProspector; Peter R. Baker1,2; Robert J. 
Chalkley1,2; Kirk C. Hansen1,2; Pedro R. Cutillas3; Lan 
Huang1,2; Michael A. Baldwin1,2; A.L. Burlingame1,2; 
1University of California, San Francisco, CA; 2University 
of California, Irvine, CA; 3Ludwig Institute, London, UK 
MPW 437 Multi-Software Based Validation of Protein 
Identification and Quantification in ICAT Studies; 
Robert Moulder1; Jan-Jonas Filén1; Jussi Salmi2; Mikko 
Katajamaa1; Tero Aittokallio2; Tuula Nyman1; Olli 
Nevalainen2; Matej Oresic3; Riitta Lahesmaa1; 1Turku 
Centre for Biotechnology, Turku, Finland; 2Turku Centre 
for Computer Science, Turku, Finland; 3VTT, Espoo, 
Finland 
MPW 438 A New Technology for Proteomics: SIMPL, Stable 
Isotope-containing Matrix Purifiable Labels; Stephanie 
Trudel1; Mikhail Fedjaev2; Lorne Budman1; Ilya 
Nifant'ev2; Alexey Pshezhetsky1; 1Ste-Justine Hospital, 
Montreal, Canada; 2Moscow State University, Moscow, 
Russia 
PROTEOMICS:  NEW & IMPROVED 
MPX 439 Micro-Isoelectric Focusing Electrophoresis Coupled 
with Capillary HPLC/MS to analyze trace amount of 
proteins in human serum; Ming-Zong Huang; Chi-Yang 
Lee; Jentaie Shiea; National Sun Yat-sen University, 
Kaohsiung, Taiwan 
MPX 440 Towards Automated Analysis of Complex Protein Sets: 
Defining Specific and Non-specific HCV IRES Binding 
Proteins; D.C.  Anderson1; James Bernstein1; Weiqun Li2; 
William S. Noble3; 1University of Oregon, Eugene, OR; 
2Rigel Inc., South San Francisco, CA; 3University of 
Washington, Seattle, WA 
MPX 441 Accurate Mass and Isoelectric Point for the 
Identification of Peptides in Complex Mixtures; James 
L. Stephenson, Jr.; Benjamin J. Cargile; Jonathan L.  
Bundy; Joel Sevinsky; Research Triangle Institute, 
Research Triangle Park, NC 
MPX 442 High Throughput Proteome Analysis Using 
Multiplexed High Resolution LC System and MALDI 
TOF MS with a 2-kHz Laser; Hsuan-shen Chen; Eugene 
Moskovets; Tomas Rejtar; Barry L. Karger; Northeastern 
University, Boston, MA 
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MPX 443 Mouse Brain Proteins were Identified by Coupling Free 
Flow Electrophoresis Fractionation with Q-Tof 
LC/MS/MS Analyses; Fiona Crawford1; Mike  Mullan1; 
Askar Kuchumov2; Beth Gillece-Castro3; 1Roskamp 
Institute, Sarasota, FL; 2TECAN-US, Ann Arbor, MI; 
3Waters Corp., Beverly, MA 
MPX 444 A Novel Mass Spectrometric Protein Chip for Absolute 
Quantitation of Protein Expression and Modification 
Levels; Erin N Warren1; Phillip J Elms1; Carol E Parker1; 
B Alex Merrick2; Christoph H Borchers1; 1University of 
North Carolina, Chapel Hill, NC; 2NIEHS, Research 
Triangle Park, NC 
MPX 445 Analysis of Plasma Using Protein Array-pixelation, a 
Novel 4D Strategy Combining Top-down and Bottom 
Up Separation Methods; Hsin-Yao Tang; Nadeem Ali-
Khan; Lynn Echan; Natasha Levenkova; John Rux; David 
W. Speicher; The Wistar Institute, Philadelphia, PA 
MPX 446 Synthesis Degradation Ratio Mass Spectrometry for 
Measuring Relative Dynamic Protein Turnover in 
Cellular Systems; Joel Sevinsky; Benjamin J. Cargile; 
James L. Stephenson, Jr.; Research Triangle Institute, 
Research Triangle Park, NC 
MPX 447 On the Feasibility of Liquid Chromatography at 
Critical Conditions in Combination with Mass 
Spectrometry for Structural Characterization of 
Biopolymers; Alexander V. Gorshkov2; Victor V. 
Evreinov2; Michael V. Gorshkov1; 1Institute of Energy 
Problems of Chemical Physics, Moscow, Russia; 2Institute 
of Chemical Physics, Moscow, Russia 
MPX 448 Silicon Affinity Capture Surfaces for Infrared Laser 
Desorption Mass Spectrometry; Yichuan Xu; Mark W 
Little; Kermit K Murray; Louisiana State University, Baton 
Rouge, LA 
MPX 449 Bacterial Identification with RPLC-ESI-MS/MS Using 
Monolithic Capillary Columns; Ying  Zhang; Zhihui 
Wen; Rui Chen; Liang  Li; University of Alberta, 
Edmonton, AB 
MPX 450 The Tagging-via-substrate Technology for Proteomic 
Analysis of O-GlcNAc Modified Proteins; Animesh 
Nandi; Yingxin Zhao; Sung Won Kwon; Deb Barma; 
Robert Sprung; John Falck; Yingming Zhao; UT 
Southwestern Medical Center at Dallas, Dallas, TX 
MPX 451 The Best of Both Worlds : Identification of More 
Proteins in Rat Liver by Semi-Automated 2D-PAGE-
Nanoflow LC/MS/MS; Matthew J McKay1; Xiaomin 
Song1; Matthew Laver1; Ben R Herbert1; Niclas Karlsson1; 
Nicolle H Packer1; Keith L Williams1; Hans-Jurgen Wirth2; 
Peter Dawes2; 1Proteome Systems Ltd, North Ryde, NSW, 
Australia; 2SGE International Pty Ltd, Ringwood, Vic, 
Australia 
MPX 452 Towards Global Proteomics, All Ions All the Time: A 
Proof-of-Principal of the Qualitative Ion Mapping 
Technology; Jeffrey C. Silva; Keith Richardson; Phillip 
Young; Richard Denny; Kieran Neeson; Therese 
McKenna; Craig A. Dorschel; Guo-Zhong Li; Marc V. 
Gorenstein; Timothy Riley; Scott Geromanos; Waters 
Corporation, Milford, MA 
MPX 453 Rapid Protein Identification by Nanoflow LC-MS/MS 
Coupled with Capillary Size-exclusion 
Chromatography; Man-Ho Choi; Steven R. Tannenbaum; 
John S. Wishnok; Massachusetts Institute of Technology, 
Cambridge, MA 
MPX 454 Identification of Urinary Proteins Using Intact Protein 
Prefractionation, Enzymatic Digestion and Nano 
LC/MS/MS; M. van Gils1,2; D.H.L. Robertson4; R.J. 
Beynon4; J.L. Hurst4; K. Cook4; J.-P. Chervet4; 1LC 
Packings - A Dionex Company, Sunnyvale, CA; 2LC 
Packings - A Dionex Company, Amsterdam, The 
Netherlands; 3Dionex (UK) Ltd., Cambery, UK; 
4University of Liverpool, Liverpool, UK 
MPX 455 Top Down Mass Spectrometry of Human Proteins; 
Michael J. Roth; Steven M.  Patrie; Dana E.  Robinson; 
Andrew J. Forbes; Michael T.  Boyne; Neil L. Kelleher; 
University of Illinois Urbana-Champaign, Champaign, IL 
MPX 456 A Novel Tagging-via-substrate Technology for 
Proteomic Analysis of Prenylated Proteins; Yoonjung 
Kho; Sung Chan Kim; Sung Won Kwon; Jinke Cheng; 
Janis  Jaunbergs; John  Falck; Yingming  Zhao; UT 
Southwestern Medical Center at Dallas, Dallas, TX 
MPX 457 Biological Applications of a Novel qQq-FTICR Mass 
Spectrometer: Top Down Sequencing with 
Characterization of Post-translational Modifications; 
Judith A Jebanathirajah2; Jason L. Pittman2; Micheal  
Rape3; Marc  Kirschner3; Catherine E. Costello2; Peter B. 
O'Conner2; 1SCIEX, Concord, ON, CANADA; 2Boston 
Medical School, Boston; 3Harvard Medical School, Boston 
MPX 458 Development of a New Microchip-ESI-MS Interface; 
Aaron T. Timperman12; Trust T. Razunguzwa12; 1West 
Virginia university, Morgantown, WV; 2West Virginia 
university, Morgantown, WV 
MPX 459 MALDI-Tof/MS and LC-ESI/MS Identification of 
Peptides from Enzymatic Protein Digest; Hazem 
Abouchacra; Ilham Sanhaji; Michel J. Bertrand; University 
of Montreal, Montreal, Canada 
MPX 460 Versatile Chip-LCMS for Proteomics Applications; 
Karen R. Jonscher1; Kevin M. Sours1; Hongfeng  Yin2; 
Kevin Killeen2; Tom van de Goor2; Katheryn Resing1; 
Natalie Ahn1; 1University of Colorado, Boulder, CO; 
2Agilent Technologies, Palo Alto, CA 
MPX 461 Element-Coded Affinity Mass Tags (ECAT): Mapping 
Oxidized Protein Sites with ECAT Reagents; Nicolas L. 
Young3; Susan Lee1; Paul A. Whetstone1; Nathaniel G. 
Butlin1; Todd M. Corneillie1; Sarah M. Cheal1; Christopher 
G. Bailey2; Lori C. Zeller2; Claude F. Meares1; Carlito B. 
Lebrilla1; 1University of California, Davis, CA; 2Lawrence 
Livermore National Laboraotory, Livermore, CA; 3U.C. 
Davis/LLNL, Davis/Livermore, CA 
MPX 462 Free Radical-Promoted Selective Peptide Cleavage in 
Mass Spectrometry; Huiyong Yin; Douglas S. Masterson; 
Jeremy L. Norris; Almary Chacon; David L. Hachey; 
Richard Caprioli; Ned A. Porter; Vanderbilt University, 
Nashville, TN 
MPX 463 A Hybrid LC-Gel-MS Approach for Proteomics 
Research; Si Wu; Xiaoting  Tang; James E. Bruce; 
Washington State University, Pullman, WA 
MPX 464 Isotope Dilution Proteomics in a Hybrid Linear Ion-
Trap/FT-ICR Mass Spectrometer (LTQ-FT): A New 
Platform for Differential Display Biology; Scott A. 
Gerber1; Joshua E. Elias1; Carlos G. Gartner1; Donald S. 
Kirkpatrick1; Brian Ballif1; John Rush2; Wilhelm  Haas1; 
Steven P. Gygi1; 1Harvard Medical School, Boston, MA; 
2Cell Signaling Technology, Beverly, MA 
QUANTITATION:  SMALL MOLECULE 
MPY 465 Using LC/MS/MS Data to Determine Divergence in 
Diastereomer Profiles of Molecules Having Multiple 
Chiral Centers; Elizabeth M Verburg; Kenneth J 
Ruterbories; Ye Tian; Nagy A Farid; Govinda 
Weerakkody; Enaksha R Wickremsinhe; Eli Lilly and 
Company, Indianapolis, IN 
MPY 466 Detection and Quantitation of Markers of 
Inflammation in BAL Fluid via GC-MS Analysis; 
Walter C. Hubbard; Mark C. Liu; Johns Hopkins 
University School of Medicine, Baltimore, MD 
MPY 467 LC-MS3 Quantitation of Common Rooted Biomarkers 
Using ‘Up-Front’ Collision-Induced Dissociation; 
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Yousef J Basir; Kirk Newland; Toby Julian; Patrick Lin; 
MDS Pharma Services, Lincoln, NE 
MPY 468 Improvement of Quantitative Analysis of Simvastatin 
and its Hydroxy Acid in Human Plasma by LC/MS/MS; 
Bryan A Vining; Scott  Kragerud; Jackie Solberg; PRACS 
Institute, Ltd., Fargo, ND 
MPY 469 Quantitative Analysis of Monoglutamyl and 
Polyglutamyl Folate Using Hydrophilic Interaction LC-
MS-MS; Guowen Liu; Richard B. van Breemen; 
University of Illinois College of Pharmacy, Chicago, IL 
MPY 470 Enabling Expeditious Synthesis Process Monitoring 
and Structural Characterization of Phthalocyanine 
Compounds Utilizing Mass Spectrometry; Yi-Ting 
Chen1; Fu-Shing Wang1; Young-Chien Ling1; Hsing-Jang 
Liu1; Liang Li2; 1Department of Chemistry, National Tsing 
Hua Univer, Hsinchu, Taiwan, R.O.C.; 2Department of 
Chemistry, University of Alberta, Edmonton, Alberta, 
Canada 
MPY 471 An LC/MS/MS Method to Measure Propofol in Air; 
Lakshmi K Bajpai; Manoj Varshney; Rich Melker; 
Timothy E Morey; Donn M Dennis; University Of Florida, 
Gainesville, FL 
MPY 472 Long Term Stability in On-Line Analysis Using FTMS; 
Dean V.  Davis; Wayne V.  Rimkus; Siemens Applied 
Automation, Bartlesville, OK 
MPY 473 Dual Use of a Stable Isotope Labeled Caffeine as 
Internal Standard for Quantification and Mass 
Accuracy on a Q-TOF; Harald C. Koefeler; Don L. 
Rempl; Michael L. Gross; Washington University, St. 
Louis, MO 
MPY 474 A Comparison of Desorption Ionization Techniques for 
Small Molecule Quantitation; Jason S Gobey1; John 
Janiszewski1; Mark J Cole1; Grace M Credo2; Edouard S P 
Bouvier2; 1Pfizer Global R&D, Groton Laboratories, 
Groton, CT; 2Waters Corporation, Milford, MA 
MPY 475 Increasing Specificity and Detection Limits in 
Quantitative Bioanalytical Studies by Using MS3 on a 
Hybrid Quadrupole-Linear Ion Trap; Gary Impey; 
J.C.Yves Le Blanc; Applied Biossytems/MDS Sciex, 
Concord, On, Canada 
MPY 476 Quantification of Botulinum Neurotoxins using 
Electrospray and MALDI-TOF MS methods; Adrian R. 
Woolfitt1; Hercules Moura1; Anne E. Boyer1; Suzanne R. 
Kalb1; John R. Barr1; David L. Ashley1; Jurgen G. 
Schmidt2; Rodolfo A. Martinez2; 1Centers for Disease 
Control and Prevention, Atlanta, GA; 2Los Alamos 
National Laboratory, Los Alamos, NM 
MPY 477 HT Quantitative Analysis for A Six Drug Mixture in 
Mouse Urine and Plasma - A Comparison of 
HPLC/MS/MS and UHPLC/MS/MS; Kate Yu1; David 
Little2; Rob Plumb1; 1Waters Corporation, Milford, MA; 
2Waters Micromass UK, Manchester, UK 
MPY 478 Quantitative Determination of Treprostinil in Human, 
Rat and Dog Plasma by LC-MS/MS; Dari Dadgar1; 
Hassan Rashidzadeh1; Martin  Paton1; Adam Nur1; 
Kenneth Phares2; 1Biolytix, Monmouth Junction, NJ; 
2United Therapeutics, Research Triangle Park, NC 
MPY 479 LC-MS/MS and Microbiology Assays: Head to Head 
Comparison in the Analysis of Bioactive Compounds;; 
Fabio Garofolo1; Joy Miksic2; Luigi Colombo1; Simona 
Riva1 1Vicuron Pharmaceuticals Inc., Gerenzano (VA), 
Italy; 2Bioanalytical Solutions, LLC, Ambler, PA 
MPY 480 Simultaneous Quantitation of Acetylcholine, Choline 
and Related Neurotransmitters in Rat Brain by 
Microdialysis and Ion Exchange 
Chromatography/Tandem Mass Spectrometry; Mei-Yi 
Zhang; Chad E. Beyer; Ping Li; Qian Lin; Lee E. 
Schechter; Edward Kerns; Wyeth Research, Priceton, NJ 
MPY 481 Quantitation of Gangliosides Using On-line High-
performance Liquid Chromatography Tandem Mass 
Spectrometry; Renliang  Zhang; Pat Rayman; Kaushik 
Biswas; Jim Finke; Cleveland Clinic Foundation, 
Cleveland, OH 
MPY 482 Simultaneous Quantification of Fludarabine and 
Cyclophosphamide in Human Plasma by LC-MS/MS; 
Hassan Rashidzadeh1; Marcy Gvazdauskas1; Dari Dadgar1; 
Paul Weigl2; Faye Vazvaei2; Surendra Bansal2; 1Biolytix, 
Monmouth Junction, NJ; 2Hoffman La Roche, Nutley, NJ 
MPY 483 Development of a Liquid Chromatography-Mass 
Spectrometry Method for Quantitative Determination 
of Hippuric Acid in Urine; Natalia A Penner; Ragu 
Ramanathan; Sumei  Ren; Swapan  Chowdhury; Kevin 
Alton; Schering-Plough Research Institute, Kenilworth, NJ 
MPY 484 Tallow - Quo Vadis Nitrogen; Tobias Madl; Bernd 
Pokits; Martin Mittelbach; Institute of Chemistry, Graz, 
Austria 
MPY 485 Real-time, On-line Monitoring of a Highly 
Concentrated Liquid Reaction by Membrane Inlet 
Mass Spectrometry; Rebecca Clinton1; Colin S Creaser1; 
Duncan Bryant2; 1Nottingham Trent University, 
Nottingham, UK; 2GlaxoSmithKline, Stevenage, UK 
MPY 486 Quantitative Mass Spectrometry of Histone 
Modifications; Stefan Kubicek; Richard Imre Stefan; 
Antoine Peters; Ines Steinmacher; Thomas Jenuwein; Karl 
Mechtler; IMP, Vienna, AU 
MPY 487 A Novel Approach for the Quantification and 
Identification of Diuretics by LC/MS/MS and LC/TOF; 
Michael E. Swartz; Jennifer H. Granger; Robert S. Plumb; 
Waters Corporation, Milford, MA 
MPY 488 Quantitative Analysis of Talinolol in Human Plasma 
using MALDI on a Triple Quadrupole Mass 
Spectrometer; Peter Kovarik1; Gerard Hopfgartner2; 
Emmanuel Bourgogne2; 1MDS-Sciex, Concord, ON   
Canada; 2University of Geneva, Geneva, Switzerland 
MPY 489 Use of Modified Experimental Parameters to Increase 
the Dynamic Range in Complex Mixtures of Multiple 
Analytes; Mary B. Satterfield; Michael J.  Welch; National 
Institute of Standards and Technology, Gaithersburg, MD 
MPY 490 Quantitation of Eicosanoids in Complex Biological 
Matrices by LC/MS/MS; Erika Volckova; Karin 
Stebbins; Seema Kumar; Donna Wypij; Jamshid Eshraghi; 
UCB Research, Inc., Cambridge, MA 
MPY 491 Measurement of Intracellular Cerebroside Sulfate in 
Skin Fibroblast for the Detection of Metachromatic 
Leuko Dystrophy; Andrew J. Norris; Arman Yaghoubian; 
Julian P. Whitelegge; Claire Fluharty; Arvan  Fluharty; 
Mai M.  Brooks; Kym F.  Faull; University of California, 
Los Angeles, CA 
MPY 492 Determination of Testosterone Levels in Androgen 
Independent Prostate Tumor Tissue and Benign 
Prostate Tissue by Atmospheric Pressure Photo 
Ioniozation MS; Fred Bjørn Lih1; Mark A. Titus2; Patricia 
Stockton1; James Mohler3; Kenneth B. Tomer1; 1NIEHS, 
RTP, NC; 2UNC Lineberger Cancer Center, Chapel Hill, 
NC; 3Roswell Park Cancer Institute, Buffalo, NY 
REACTION INTERMEDIATES 
MPZ 493 Microreactor-Electrospray Ionization Mass 
Spectrometry, a Novel Tool for the Investigation of 
Reactive Intermediates in Solution; Sven Fürmeier; 
Jürgen O. Metzger; Institute of Pure and Applied 
Chemistry, Oldenburg, LS, Germany 
MPZ 494 Elucidation of the Electrochemical, Chemical and 
Enzymatic Oxidation Products of Phenothiazine Drugs 
by Means of LC/MS; Heiko Hayen1; Bertrand Blankert2; 
Jean-Michel Kauffmann2; Uwe Karst1; 1University of 
52nd ASMS Conference on Mass Spectrometry 41S 
Twente, Enschede, The Netherlands; 2Free University of 
Brussels, Brussels, Belgium 
MPZ 495 Direct Observation of the Forbidden Hydrogen Atom 
Adduct to Acetonitrile: A Neutralization-Reionization 
Mass Spectrometric and Computational Study; 
Xiaohong Chen; Erik A Syrstad; Franktišek Turecek; 
University of Washington, Seattle, WA 
MPZ 496 Time Resolved Enzyme Kinetics Studies Using 
Electrospray Ionization Mass Spectrometry; Derek J. 
Wilson; Lars Konermann; University of Western Ontario, 
London, ON, Canada 
MPZ 497 Determination of Relative Activation Energy for Metal-
Ligand Bond Breaking by IR Multiphoton Dissociation 
FT-ICR Mass Spectrometry; Gregory A. Khitrov1; 
Norris W.  Hoffman2; Thomas R. Cundari3; Alan G.  
Marshall1; 1Florida State University, Tallahassee, FL; 
2University of South Alabama, Mobile, AL; 3University of 
North Texas, Denton, TX 
 
TUESDAY POSTERS 
Tuesday posters should be set up 7:30 – 8:00 am on Tuesday and 
removed 7:30 – 8:00 pm on Tuesday.  Authors of odd numbered posters 
(i.e., 001, 003, 005) present 8:45 – 10:15 am on Tuesday.  Authors of 
even numbered posters (i.e., 002, 004, 006) present 1:30 – 3:00 pm on 
Tuesday. 
BIOINFORMATICS 
TPA 002 Accurate Mass SEQUEST Searches with Data from a 
Hybrid Linear Ion-Trap/Fourier Transform Mass 
Spectrometer; Mike Senko; Vlad Zabrouskov; Jim 
Shofstahl; Robert Barkovich; Thermo Electron Corp, San 
Jose, CA 
TPA 003 Assessing Data Quality of Peptide Mass Spectra by 
Quadrupole Ion Trap Mass Spectrometry; Ming Xu1; 
Lewis Y. Geer1; Stephen H.  Bryant1; Jeri S.  Roth2; Sara 
Yang2; Jeffrey A. Kowalak2; Dawn M. Maynard2; Sanford 
P. Markey2; 1National Center for Biotechnology 
Informat,NLM,NIH, Bethesda, MD; 2National Institute of 
Mental Health,NIH, Bethesda, MD 
TPA 004 Nucleotide Correlations Determine the Amino Acid 
Repetitiveness in Protein Sequences; Mikhail M Savitski; 
Igor A Ivonin; Roman A Zubarev; Uppsala University, 
Uppsala, Sweden 
TPA 005 An Online Database for the Nicotiana Tabacum BY-2 
Proteome; Kris Laukens; Peter Deckers; Harry Van 
Onckelen; Erwin Witters; University of Antwerp, Antwerp, 
Belgium 
TPA 006 Mediator-Lipidomics Databases, Algorithms, and 
Software for Identification of Novel Lipid Mediators 
via LC-UV-MS3; Yan Lu; Song Hong; Charles N. Serhan; 
Brigham and Women's Hospital,Harvard Med School, 
Boston, MA 
TPA 007 Wavelet-Based Feature Extraction for Classification of 
MALDI Mass Spectra; Dale S. Cornett; Sarah A. 
Schwartz; Richard M. Caprioli; Vanderbilt University, 
Nashville, TN 
TPA 008 Improved Algorithms for Interpretation of High 
Resolution Mass Spectra; Parminder Kaur; Konstantin  
Aizikov; Peter B OConnor; Boston University, Boston, MA 
TPA 009 SPEQUAL, a Tandem Mass Spectral Quality 
Assesment Tool for Proteomics Data; Samuel O. 
Purvine; Tim Cherny; Natali Kolker; Eugene Kolker; 
BIATECH, Bothell, WA 
TPA 010 MassAnalyzer – A Program for Automated "Bottom-
Up" Protein Characterization; Zhongqi Zhang Amgen, 
Thousand Oaks, CA 
TPA 011 Protein Identification from Sequence Tags with De 
Novo Sequencing Errors: A Comparison between 
SPIDER and MS-BLAST; Yonghua Han; Bin Ma; 
Kaizhong Zhang; University of Western Ontario, London, 
Canada 
TPA 012 The Use DNA Microarray Analysis Tools to Analyze 
Serum Protein Patterns Obtained Using SELDI-MS; 
Michael R. Weil; Kevin P. Rosenblatt; Harold R. Garner; 
UT Southwestern, Dallas, TX 
TPA 013 Differential Proteomics via a Probabilistic Peptide 
Score Function; Jacques Colinge; Alexandre Masselot; 
Diego Chiappe; Nicolas Barillat; Marc Moniatte; GeneProt 
Inc., Meyrin, Switzerland 
TPA 014 Protein Results Parser – A Tool for Handling Tandem 
Mass Spectrometry Protein Database Search Results; 
Kiran Annaiah; Randy J. Arnold; Milos V. Novotny; 
Indiana University, Bloomington, IN 
TPA 015 An R Library for Quantitative Proteomic Data 
Analysis; D. Leif Rustvold; Larry David; Phillip 
Wilmarth; Oregon Health & Sciences University, Portland, 
OR 
TPA 016 “Top Down” Charge State Dependent Fragmentation 
Tendencies and Their Effect on Unknown Protein 
Identification; Jason M. Hogan; Scott A. McLuckey; 
Purdue University, West Lafayette, IN 
TPA 017 An Improved Model for Predicting the Peak Intensity 
of Peptide Mass Fingerprints; Konstantinos Thalassinos; 
Susan E. Slade; James H. Scrivens; University of warwick, 
Coventry, UK 
TPA 018 WUSEQTAG – Identification of Proteins in Unknown 
Genomes; Ilan Vidavsky; Michael L. Gross; Washington 
University, St. Louis, MO 
TPA 019 Identification of Multiple Peptides from a Single 
Collision-Induced Dissociation spectrum collected by a 
tandem mass spectrometry; Ning Zhang; Xiaojun Li; 
Mingliang Ye; Sheng Pan; Schwikowski Benno; Aebersold 
Ruedi; Institute for Systems Biology, Seattle, WA 
TPA 020 Iterative database searches: An approach to enhance 
the functional information obtained from LCMS data; 
Keiryn L.  Bennett; Dan B.  Kristensen; Søren G. 
Schandorff; Erik T.  Nielsen; Jan C.  Brønd; Hans M.  
Jespersen; Alexandre V.  Podtelejnikov; MDS Inc. 
Denmark, Odense, Denmark 
CLINICAL CHEMISTRY 
TPB 021 Measurement of Enzyme Activity by Tandem Mass 
Spectrometry: The Biotinidase Case; Harry J. Sterling; 
Blas A. Cerda; PerkinElmer Life and Analytical Sciences, 
Boston, MA 
TPB 022 Analysis of the Tobacco-specific Nitrosamine 4-
(Methylnitrosamino)-1-(3-pyridyl)-1-butanol in Urine 
by SPE on a Molecularly Imprinted Polymer (MIP) 
Column and LC MS/MS; Yang Xia; James E McGuffey; 
Lanqing Wang; John T Bernert; Centers for Disease 
Control and Prevention, Atlanta, GA 
TPB 023 A LC/MS/MS Method for the Analysis of the docetaxel 
(Taxotere) from Pre-Clinical and Clinical Samples; 
Jihai Pang; Edward  Felix; Hai T. Tran; John Nguyen; 
Timothy Madden; Robert A. Newman; M.D. Anderson 
Cancer Center, Houston, TX 
TPB 024 Analysis of 4-aminobiphenyl and Related Aromatic 
Amines in Urine and as Hemoglobin Adducts by a GC 
Tandem Mass Spectrometric Method; Tiffany T. Hoang; 
Barbara B. Miller; J. Thomas Bernert; 
CDC/NCEH/DLS/ERAT, Atlanta, GA 
TPB 025 Simultaneous Quantitation of HIV Drugs in Human 
Plasma by High-Performance Liquid Chromatography 
Tandem Mass Spectrometry; Hongkun Liang; Crystal  
Nguyen; Yongdong Zhu; Kumar Ramu; Benjamin  M. 
